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Supplementary Data

Supplementary Data 1. GenBank accession numbers of nucleotide sequences used to
construct phylogenetic trees for genome segments encoding VP1, VP2, VP3, VP4, VP6 and
VP7, NSP1, NSP2, NSP3, NSP4 and NSP5.

Genome segment 1 (VP1):

RVA/Cow-tc/VEN/BRV033/1990/G6P6[1]: EF560612; RVA/Human-wt/USA/LB2719/
2006/G1P[8]: HM467922; RVA/Human-wt/BGD/Dhakal6/2003/G1P[8]: DQ492669;
RVA/Human-wt/BEL/B4633/2003/G12P[8]: DQ146638; RVA/Human-wt/USA/LB2771/
2006/G1P[8]: HM467924: RVA/Human-tc/GBR/ST3/1975/ GAP2A[6]: EF583045;
RVA/Human-wt/USA/LB2758/2006/G1P[8]: HM467923; RVA/Human-tc/USA/WI61/
1983/GOPIA[8]: EF583049; RVA/Human-wt/JPN/KU/1974/G1P1[8]: AB022765:
RVA/Macaque-tc/USA/PTRV/1990/G8P[1]: FJ422131; RVA/Human-wt/HUN/BP1879/
2003/G6P[14]: FN665677; RVA/Human-wt/USA/LB2764/2006/G2P[4]: HM467926;
RV A/Human-wt/BGD/MM C88/2005/G2P[4]: HQ641364; RV A/Human-wt/BGD/ MM C6/
2005/G2P[4]: HQ641355; RVA/Human-wt/USA/LB2744/2006/G2P[4]: HM467925;
RVA/Human-wt/USA/LB2772/2006/G2P[4]; HM467927; RVA/Human-wt/COD/DRC86/
2003/G8P[6]: DQO05125: RVA/Pigeon-tc/JPN/PO-13/1983/G18P[17]:  AB009629;
RVA/Human-wt/CHN/TB-Chen/1996/G2P[4]: AY787653; RVA/Human-tc/CHN/RA7Y/
2004/G4P[6]: GU189551; RVA/Human-wt/BGD/Dhakab/2001/G11P[25]: EF560705;
RVA/Human-tc/JPN/Y O/1977/G3P1A[8]: DQ870497; RVA/Human/ JPN/Hosokawal
1983/G4P1A[8]: DQ870489; RVA/Human-tc/PHL/L26/1987/G12P[4]: DQ146693;
RVA/Sheep-tc/CHN/Lamb-NT/XXXX/G10P[15]:  FJ031024:  RVA/Human-wt/COD/
DRC88/2003/G8P[8]:  DQO05114;  RVA/Human-tc/IND/0613158-CA/2006/G1P[8]:
EU984103; RVA/Human-wt/BEL/B3458/2003/GOP[8]: DQ870501; RVA/Cow-wt/JPN/
Azuk-1/2006/G21P[29]: ABS573079; RVA/Cow-tc/JPN/Dai-10/2007/G24P[33)]:
AB573070; RVA/Cow-tc/FRA/RF/1982/G6P[1]: J04346; RVA/Simian-tc/lUSA/RRV/
1975/G3P[3]:  EU636924;  RVA/Pig-tc/lUSA/Gottfried/1983/G4P[6]:  M32805;
RVA/Human-tc/USA/DS-1/1976/G2P1B[4]:  DQ870505; RV A/Cow-tc/USA/NCDV/
1967/G6P6[1]: DQ870493 ; RVA/Human-tc/JPN/YO/1977/G3P1A[8]: DQ870497;
RV A/Human-tc/JPN/S2/1980/G2P[4]: DQ870485; RVA/Pig-tc/VEN/A131/1988/G3PI[7]:
EF560618; RVA/Human-tc/USA/Wa/1974/G1P1A[8]: DQ490539; RVA/Pig-tc/VEN/
A253/1988/G11P9[7]: EF560621; RVA/Human-tc/I TA/PA169/1988/G6P[14]: EF554126;
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RV A/Human-wt/HUN/Hun5/1997/G6P[14]: EF554104; RV A/Human-tc/AUS/MG6/1993/
G6P[14]: EF554093; RVA/Goat-tc/BGD/GO34/1999/G6P[1]: GU937877; RVA/Human-
wt/BGD/RV 176/2000/G12P[6]: DQ490551; RVA/Human-wt/BGD/RV 161/2000/ G12P[6]:
DQ490545; RVA/Human-tc/IDN/69M/1980/G8P4[10]: EF576937; RV A/Human-wt/BEL/
B10925-97/1997/G6P[ 14]: EF554015; RVA/Human-wt/ITA/PAH136/1996/G3P[9]:
GU296420; RVA/VaccinelUSA/RotaTeg-WI179-9/1992/G1P7[5]: GU565052; RVA/
Vaccine/lUSA/Rotaleq-SC2-9/1992/G2P7[5]: GU565063; RVA/Vaccine/lUSA/RotaTeg-
WI178-8/1992/G3P7[5]: GU565074; RVA/V accine/USA/RotaTeq-WI79-4/1992/G6P1A[8]:
GU565041; RVA/Vaccine/lUSA/RotaT eq-BrB-9/1996/G4P7[5]: GU565085.

Genome segment 2 (VP2):

RVA/Human-wt/USA/LB2719/2006/G1P[8]: HM467928; RVA/Human-wt/USA/LB2771/
2006/G1P[8]: HM467930; RVA/Human-wt/USA/LB2758/2006/G1P[8]: HM467929;
RVA/Human-tc/USA/Wa/1974/G1P1A[8]: X14942; RVA/Human-wt/USA/LB2772/2006/
G2P[4]: HM467933; RVA/Human-wt/USA/LB2744/2006/G2P[4]: HM467925; RVA/
Human-wt/DEU/GER1H-09/2009/G8P[4]: GQ414541; RVA/Human-wt/USA/LB2764/
2006/G2P[4]: HM467932; RVA/Human-wt/BGD/MMC88/2005/G2P[4]: HQ641365;
RVA/Human-wt/BGD/MMC6/2005/G2P[4]: HQ641356; RVA/Human-wt/COD/DRC86/
2003/G8P[8]: DQO05124; RVA/Human-wt/COD/DRC88/2003/G8P[8]: DQ005124; RVA/
Human-tc/USA/WI61/1983/GOP1A[8]:  EF583050;  RVA/Human-tc/GBR/ST3/1975/
GAP2A[6]:  EF583046;  RVA/Human-tc/USA/Se584/1998/G6P[9]:  EF583042;
RVA/Human-tc/USA/P/1974/G3P1A[8]: EF583038; RVA/Human-tc/USA/DS-1/1976/
G2P1B[4]:  EF583026;, RVA/Pigeon-tc/JPN/PO-13/1983/G18P[17]:  AB009630;
RVA/Human-wt/JPN/KU/1974/G1P1[8]: AB022766; RVA/Human-wt/CHN/TB-Chen/
1996/G2P[4]: AY787652; RVA/Human-tc/JPN/YO/1977/G3P1A[8]: DQ870498; RVA/
Human/JPN/Hosokawa/1983/G4P1A[8]: DQ870490; RVA/Human-wt/BEL/B4633/2003/
G12P[8]: DQ146639; RVA/Human-wt/BGD/Dhakal2-03/2003/G12P[6]: DQIL46661;
RVA/V accine/USA/RotaTeq-WI79-9/1992/G1P7[5]:  GU565053; RVA/Vaccing/USA/
RotaTeqg-SC2-9/1992/G2P7[5]:  GUS65064; RVA/Vaccine/USA/RotaTeg-WI178-8/1992/
G3P7[5]: GU565075; RVA/Vaccine/USA/RotaTeq-WI79-4/1992/G6P1A[8]: GU565042;
RVA/Pig-tc/USA/Gottfried/1983/G4P[6]: GU199487; RVA/Human-tc/CHN/R479/2004/
G4P[6]: GU189552; RVA/Pig-tc/lUSA/OSU/1977/G5PI[7]: GU199515; RVA/Cow-
Wt/ JPN/Azuk-1/2006/G21P[29]: AB573080; RVA/Cow-tc/JPN/Dai-10/2007/G24P[33):
AB573071; RVA/Ca-tc/AUS/Cat2/1984/G3P[9]: EU708957; RVA/Cat-tc/AUS/Cat97/
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1984/G3P[3]: EU708946; RVA/Cow-tc/USA/NCDV/1967/G6P6[1]: = DQ870494;
RVA/Dog-tc/lUSA/CU-1/1982/G3P[3]: EU708913; RVA/Human-tc/lUSA/HCR3A/1984/
G3P[3]: EU708902; RVA/Dog-tc/USA/AT79-10/XXXX/G3P[3]: EU708935; RVA/Human-
wt/COD/DRC86/2003/G8P[6]; DQ005124; RVA/Human-wt/BGD/N26/2002/G12P[6]:
DQ146683; RVA/Human-wt/BGD/RV161/2000/G12P[6]: DQ490546; RVA/Human-
Wt/BEL/B1711/2002/G6P[6]: EF554083; RVA/Human-wt/USA/DC1359/1980/G4P[8]:
HM773866, RVA/Human-wt/BGD/Dhakal6/2003/G1P[8]: DQ492670; RVA/Vaccine/
USA/RotaT eq-BrB-9/1996/G4P7[ 5] : GU565086; RV A/Human-tc/IDN/69M/1980/
G8P4[10]: EF583014; RV A/Human-wt/USA/2007719825/2007/G1P[8]: HM773745.

Genome segment 3 (VP3):

RVA/Vaccine/lUSA/RotaTl eg-BrB-9/1996/G4P7[5]: GU565087; RVA/Human-tc/lUSA/Wa/
1974/G1P1A[8]: AY267335; RVA/VaccinelUSA/Rotaleg-WI179-4/1992/G6P1A[8]:
GU565043; RVA/Human-wt/USA/LB2719/2006/G1P[8]: HM467935; RVA/Human-
tc/lUSA/P/1974/G3P1A[8]:  EF583039; RVA/Human-wt/BGD/Dhakal6/2003/G1P[8]:
DQ492671, RVA/Human-wt/JPN/KU/1974/ G1P1[8]: AB022767, RVA/Human-
Wt/USA/LB2771/2006/G1P[8]: HM467939; RVA/ Human-wt/USA/LB2758/200/G1P[8]:
HM467937;, RVA/Human-wt/BGD/MMC88/2005/G2P[4]: HQ641366; RV A/Sheep-
tc/ESP/OV R762/2002/G8P[14]: EF554150; RVA /Human-wt/USA/LB2772/2006/G2P[4]:
HM467934, RVA/Human-wt/ USA/LB2744/2006/ G2P[4]: HM467936; RVA/Human-
wt/BGD/N26/2002/G12P[6]: DQ146684; RV A/Pigeon-tc/JPN/PO-13/1983/G18P[17]:
AB009631; RVA/Human-wt/CHN/TB-Chen/1996/G2P[4]: AY787654; RVA/Human-
tc/CHN/RA479/2004/G4P[6]:  GU189553; RVA/Human-tc/GBR/ST3/1975/G4P2A[6]:
AY277919; RVA/Human-wt/BGD/Dhakat/2001/G11P[25]: EF560706; RVA/Human-
tc/lUSA/DS-V/1976/G2P1B[4]: AY277914; RVA/Human-tc/JPN/Y O/1977/G3P1A[8]:
DQ870499: RVA/Human/JPN/Hosokawa/1983/G4P1A[8]: DQ870491; RVA/Human-
tc/ITA/PA169/1988/G6P[14]: EF554128; RVA/Human-tc/GBR/A64/1987/G10P11[14]:
AY 277920, RVA/Human-tc/lUSA/WI61/1983/GOP1A[8]: AY277917, RVA/Vaccine/
USA/RotaTeq-WI179-9/1992/G1P7[5]: GU565054; RVA/Vaccine/lUSA/RotaTleq-SC2-
9/1992/G2P7[5]: GU565065; RVA/Vaccine/lUSA/Rotal eg-WI178-8/1992/G3P7[5]:
GU565076; RVA/Cow-wt/JPN/Azuk-1/2006/G21P[29]: AB573081;, RVA/Cow-tc/IPN/
Dai-10/2007/G24P[33]: AB573072; RVA/Human-tc/USA/P/1974/G3P1A[8]: EF583039;
RVA/Pig-tc/lUSA/Gottfried/1983/G4P[6]: GU199488; RV A/Cow-tc/CHN/DQ-75/2008/
G10P[11]: GU384193; RV A/Human-wt/BGD/N26/2002/G12P[6]: DQ146684;
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RVA/Human-wt/BGD/RV 176-00/2000/G12P[6]: DQ490553; RVA/Human-wt/COD/
DRC88/2003/G8P[8]: DQO005112; RVA/Goat-tc/BGD/GO34/1999/G6P[1]: GU937879;
RVA/Human-tc/IDN/69M/1980/G8P4[10]:  EF576915,  RVA/Cow-tc/FRA/RF/1982/
G6P[1]: AY116592; RVA/Human-wt/BGD/MMC6/2005/G2P[4]: EUB839950; RVA/
Human-wt/HUN/Hun5/1997/G6P[14]: EF554106; RVA/Human-wt/USA/LB2764/2006/
G2P[4]: HM467938; RV A/Human-wt/COD/DRC86/2003/G8P[6]: DQ005123.

Genome segment 4 (VP4):

RV A/Human-wt/BGD/MM C88/2005/G2P[4]: HQ641373; RV A/Human-wt/BGD/
Dhakal6/2003/G1P[§]: DQ492672; RV A/Human-wt/IND/APO6/2006/G1P[8]:
HM467807, RVA/Human-wt/USA/LB2719/2006/G1P[8]: HM467940; RVA/Human-wt/
USA/LB2771/2006/G1P[8]: HM467944, RV A/Human-wt/JPN/KU/1974/G1P1[8]:
AB222784; RVA/Human-wt/USA/LB2758/2006/G1P[8]: HM467942; RVA/Human-
WH/USA/LB2772/2006/G2P[4]: HM467945; RVA/Human-wt/USA/LB2744/2006/G2P[4]:
HM467941, RVA/Human-wt/USA/LB2764/2006/G2P[4]: HM467943, RVA/Human-
wt/COD/DRC86/2003/G8P[6]: DQO005122; RV A/Pigeon-tc/JPN/PO-13/1983/G18P[17]:
AB009632; RVA/Human-wt/CHN/TB-Chen/1996/G2P[4]: AY787644; RVA/Human-
tc/CHN/R479/2004/G4P[6]:  GU189554; RVA/Human-tc/USA/Wal1974/G1P1A[8]:
L34161;, RVA/Human-tc/JPN/Y O/1977/G3P1A[8]: AB008279; RVA/Human-tc/IND/IS-
2AXXXXIG2P[4]: X82323;, RVA/Human-wt/KOR/CAUZ202/200X/GOP[8]: EF059923;
RV A/Human-wt/COD/DRC88/2003/G8P[8]: DQ005111; RVA/Human-wt/BGD/RV176-
00/2000/G12P[6]: DQ490554; RVA/Human-wt/IND/SC185/XXXX/GXP[4]: AJ299459;
RVA/Human-wt/IND/0613158-CA/2006/G1P[8]: EU984107; RVA/Human-wt/BGD/
MM C6/2005/G2P[4]: EU839950; RV A/Human-tc/IND/107E1B/XXXX/G3P[4]: U07753;
RVA/Vaccine/lUSA/Rotal eqg-WI179-4/1992/G6P1A[8]: GU565044; RV A/Human-wt/BGD/
DH392/2004/G2P[4]: EU839949; RVA/Human-tc/PHL/L26/1987/G12P[4]: EF672591,;
RVA/Human-wt/MWI/MWa333/XXXX/G8P[4]: AJ278256; RVA/Human-wt/BGD/SK 423/
2005/G12P[6]: EU839946; RVA/Human-wt/BGD/SK277/2005/G12P[6]: EU839948;
RV A/Human-wt/BGD/Dhakal2-03/2003/G12P[6]: DQ146663; RVA/Pig-tc/lUSA/
Gottfried/1983/G4P[6]: M33516; RVA/Human-tc/IND/107E1B/XXXX/G3P[4]: U07753;
RV A/Human-wt/BGD/Dhaka25-02/2002/G12P[8]: DQ146652; RVA/Human-wt/JPN/KO-
2IXXXXIG2P[4]: AF401755; RVA/Human-wt/DEU/GER1H-09/2009/G8P[4]: GQ414543;
RV A/Human-tc/IND/NRI/XXXX/GXP[4]: AF531909; RVA/Human-wt/CHN/XJ00-486/
2000/G2P[6]: DQ321492; RVA/Human-tc/KOR/CAU195/200X/G12P[6]: EF059920;
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RV A/Human-wt/USA/US1205/X X X X/G9P[6]: AF079356; RVA/Human-wt/BGD/
Matlab13/2003/G12P[6]: DQ146674, RV A/Human-tc/GBR/ST3/1975/G4P2A[6]:
EF672612;, RVA/Human-wt/USA/DC2266/1976/G3P[8]: FJ947884; RVA/Human-tc/
BRA/IAL28/1992/G5P[8]:  EF672584; RV A/Human-tc/USA/WI161/1983/G9P1A[8]:
EF672619; RVA/Human-wt/JPN/Kagawa-90-544/XXXX/G4P[8]: ABO039939; RVA/
Human-tc/USA/DS-1/1976/G2P1B[4]: HQ650119.

Genome segment 6 (VP6):

RVA/Pig-wt/ THA/CMP46-0LUXXXX/GXP[X]: EU372787; RVA/Pig-wt/THA/CMP16-
03/XXXX/GXP[X]: EU372799; RVA/Pig-wt/ARG/CNS6/XXXX/GXP[X]: ROU10031;
RVA/Pig-Wt/CHN/JLO4/XXXX/G5P[7]:  AY538665.  RVA/Pig-tc/GBRIAF/X XXX/
G3P[19]: L29184; RVA/Human-wt/BGD/MMC88/2005/G2P[4]: HQ641367, RVA/
Human-wt/BGD/MMC6/2005/G2P[4]: HQ641358; RV A/Human-wt/COD/DRC86/2003/
G8P[6]: DQO05121; RVA/Human-wt/BGD/Dhakal6/2003/G1P[8]: DQ492673; RVA/
Human-tc/USA/WI161/1983/GOP1A[8]: XXXX; RV A/Human-tc/USA/Wa/1974/
GIPIA[8:  XXXX;  RVA/Human-wt/USA/DC4613/1980/G4P[8]:  HM773914;
RVA/V accine/USA/RotaTeq-WI78-8/1992/G3P7[5]:  GU565078; RVA/Vaccing/USA/
RotaTeqg-SC2-9/1992/G2P7[5]:  GUS65067; RVA/Human-tc/|DN/69M/1980/GSP4[10]:
EF576916; RVA/Human-wt/USA/LB2764/2006/G2P[4]: HM467949; RVA/Human-
WH/USA/LB2772/2006/G2P[4]: HM467951; RVA/Human-wt/USA/LB2744/2006/G2P[4]:
HM467947, RVA/Human-wt/COD/DRC88/2003/G8P[8]: DQO005110; RVA/Pigeon-tc/
JPN/PO-13/1983/G18P[17]: D16329;  RVA/Human-wt/CHN/TB-Chen/1996/G2P[4]:
AY787645; RVA/Human-tc/JPN/Y O/1977/G3P1A[8]: DQ870500; RVA/Human-tc/JPN/
S2/1980/G2P[4]: DQ870488; RVA/Human/JPN/Hosokawa/1983/GAP1A[8]: DQ870492;
RVA/HUman-wt/IND/TKLIOXXXX/GXP[X]:  AY456527;  RVA/Human-wt/USA/
USO828/XXXX/GOP[8]:  EF426139;,  RVA/Human-wt/IND/ISO92/X XX X/GOP[X]:
EFA472947; RVA/Human-wt/BEL/B10925-97/1997/G6P[14]: EF554119; RVA/Vaccine/
USA/RotaTeg-WI79-9/1992/G1P7[5]: GUS565056; RVA/Vaccineg/USA/RotaTeq-BrB-
9/1996/GAP7[5]:  GUS65089;  RVA/Vaccine/USA/RotaTeq-WI79-4/1992/G6P1A[8]:
GUS65045; RVA/Macaque-tc/USA/PTRV/1990/GSP[1]: FM22136; RVA/Pig-tc/USA/
Gottfried/1983/G4P[6]:  EU372799;  RVA/Sheep-tc/ESP/OVR762/2002/G8P[14]:
EF554152;  RVA/Human-tc/ITA/PA169/1988/G6P[14]:  EF554130;  RVA/Cow-
tc/FRA/RF/1982/G6P[1]: K02254; RVA/Human-tc/PHL/L26/1987/G12P[4]: DQ146695;
RVA/Human-tc/GBR/ST3/1975/G4P2A[6]: EF583048; RVA/Human-wt/THA/CMH185-
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OUXXXX/G3P[8]: EU372749; RVA/Human-wt/K OR/CAU164/X XX X/G1P[8]:
EU679386; RVA/Human-wt/BGD/M atl ab36-02/2002/G11P[8]: GU199507; RVA/Human-
WUIND/ISOL13/XXXX/G12P[X]:  EF472944:  RVA/Human-wt/BGD/Dhaka6/2001/
G11P[25]: EF560707;  RVA/Human-wi/BGD/SK423/2005/G12P[6]:  EU839965;
RVA/Human-tc/AUS/RV3/1977/G3P2A[6]:  U04741; RVA/Human-wt/BGD/MMC38/
2005/GOPB[8]: EU979380; RVA/Human-wt/USA/USB922/XXXX/G2P[4]: EF426132;
RVA/Human-wt/THA/CMHOS54/2005/G2P[4]: GU288640; RVA/Human-wt/BEL/B1711/
2002/G6P[6]: EF554086; RVA/Human-wi/BGD/RV176-00/2000/G12P[6]: DQ490555;
RVA/Human-wt/BGD/RV161/2000/G12P[6]: DQ490549; RVA/Human-wt/BGD/N26/
2002/G12P[6]: DQ146686; RVA/Human-wt/DEU/GER1H-09/2009/G8P[4]: GQ414544;
RVA/Human-wt/IND/ISO97/X X X X/GOP[4]: EF472949; RVA/Antelope-wt/ZAF/RC-18-
08/G6P[14]: FM95131; RVA/Human-wt/USA/LB2758/2006/G1P[8]: HM467948;
RVA/Human-wt/USA/L B2719/2006/G1P[8]: HM467946; RVA/Human-wt/USA/ LB2771/
2006/G1P[8]: HM467950; RVA/Human-wt/IND/NRL/XXXX/GXP[4]: AF531909.

Genome segment 9 (VP7):

RV A/Human-wt/BGD/SK 277/2006/G12P[9]: EU839944; RV A/Human-wt/JPN/K 12/1999/
G12P[9]: AB186120: RVA/Human-tc/USA/FA5/ XXX X/GOP[ X]: AB180970; RVA/Pig-wt/
THA/CMPOO3/XXXX/GOP[X]: AY707787; RVA/Human-wt/ZAF/8197L.C/1998/GOP[6]:
AF529868; RVA/Human-wt/BGD/SK469/2006/G1P[8]: EU839910; RVA/Human-wt/
JPN/88SA1514/1988/G1P|8]: GU358445; RVA/Cow-Wt/THA/AS/ XXX X/G8P[1]:
D38149; RVA/Human-wt/USA/LB2758/2006/G1P[8]: XXXX; RVA/Human-wt/USA/
LB2719/2006/G1P[8]: HM467952; RV A/Human-wt/USA/LB2771/2006/G1P[8]:
HM467957, RVA/Vaccine/lUSA/RotalTeqg-WI179-9/1992/G1P7[5]: GU565057; RVA/
Human-wt/BGD/SK 469/2006/G1P[8]: EU839910; RV A/Human-wt/BGD/Dhakal6/
2003/G1P[8]: DQ492674; RVA/Human-wt/JPN/KU/1974/G1P1[8]: D16343; RVA/
Vaccine/lUSA/RotaTeg-SC2-9/1992/G2P7[5]: GU565068; RVA/Human-tc/USA/DS-1/
1976/G2P1B[4]: HQ650124; RVA/Human-wt/BGD/MMC6/2005/G2P[4]: EU839923;
RV A/Human-wt/BGD/MM C88/2005/G2P[4]: EU839925; RV A/Human-wt/ COD/DRC86/
2003/G8P[6]: DQ005120; RVA/pig-wt/JIPN/IP3-6/XXXX/GOP[6]: AB176684; RVA/
Human-tc/IDN/69M/1980/G8P4[ 10]: EF672560; RVA/Human-tc/USA/Wal1974/
G1P1A[8]: EF672616; RVA/Human-wt/COD/DRCB88/2003/G8P[8]: = DQ005109;
RV A/Pigeon-tc/JPN/PO-13/1983/G18P[17]: D82979; RVA/Human-wt/CHN/TB-Chen/
1996/G2P[4]: AY 787646; RV A/Human-wt/KEN/KY 3103/1999/G2P[4]: AY 261349;
RV A/Human-tc/JPN/Y O/1977/G3P1A[8]: D86284; RVA/Cow-wt/NGA/NGRBg8/X XXX/
G8P[X]: AF361439; RVA/cow-tc/IPN/Tokushima9503/XXXX/G8P[X]: AB044293;
RV A/Human-wt/THA/M S064/X XX X/G12P[ X]: AB436813; RVA/Human-wt/THA/
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MS040/2007/G12P[X]:  AB436817;  RVA/Human-wt/BGD/DH408/2005/G2P[4]:
EU839928; RVA/Human-wt/BGD/SK299/2005/G2P[4]: EU839926; RVA/Human-
Wt/K EN/K'Y 6950/2002/G8P[6]: FJ386446; RV A/Human-wt/MWI/MW1479/2001/GSP[4]:
FJ386441;  RVA/Human-wt/THA/CMHO020/2005/GOP[8]: GQ149704; RVA/Human-
WHTHA/NKO002-OU/XXXX/GIP[X]: AB436824; RVA/Human-wt/THA/MS038/2007/
G12P[X]: AB436816; RVA/Human-wt/BGD/SK423/2005/G12P[6]:  EU839934;
RV A/Human-wt/ZAF/GR10924/1999/GOP[6]:  FJ183360; RVA/Human-wt/JPN/AU32/
1995/G12P[X]: AB045372; RVA/Human-wt/USA/AU32/XXXX/GOP[X]: AB180970;
RVA/Human-tc/USA/WI61/1983/GOP1A[8]: AB180969; RVA/Human-tc/IND/116E/
1985/GOP[11]:  L14072; RVA/Human-wt/IND/RMC321/1990/GOP[19]: AF501578;
RVA/pig-wt/JPN/Mc345/X XX X/GOP[19]:  D38055;  RVA/Human-wt/THA/CMP003/
XXXX/GOP[19]: AY707787; RVA/Human-tc/PHL/L26/1987/G12P[4]:  M58290;
RV A/Human-wt/JPN/CP727/X XX X/G12P[9]: AB125852; RVA/Human-wt/BRA/HCOL/
XXXX/G12P[X]: AY855065; RVA/Human-wt/KOR/K0r588/2002/G12P[9]: EU496259;
RVA/Human-tc/ THA/T152/1998/G12P[9]: ABO071404; RVA/Human-wt/ARG/Arg721/
1999/G12P[9]: EU496254:  RVA/Pig-wt/IND/RU172/2002/G12P[7]:  DQ204743;
RVA/Cat-tc/AUS/Cat97/1984/G3P[3]: EU708950; RVA/Macaque-tc/USA/PTRV/1990/
G8P[1]: F}22138; RVA/Sheep-tc/ESP/  OVR762/2002/G8P[14]:  EF554153;
RVA/Human-wt/AUS/95A/X XX X/G2P[X]: U73947; RVA/Human-wt/CHN/T79/XXXX/
G2P[X]: AF450292; RVA/Human-wt/ZAF/64SB/1996/ G2P[4]: AY261341; RVA/pig-
WH/JIPN/IP29-6/XXXX/GOP[6]:  AB176681;  RVA/pig-wt/JPN/99-TK 2082V P7/1999/
GOP[X]: ABO091755, RVA/pig-wt/JPN/99-TK2091VP7/1999/GIP[X]:  AB091756;
RV A/Pig-wt/JPN/Hokkaido-14/X X X X/GOP[23]: AB091756; RV A/Human-wt/ZAF/UP30/
XXXX/G8P[X]: AF143690; RVA/Human-wt/ZAF/18197L.C98/ 1998/GIP[6]: AF529868;
RV A/Human-wt/MWI/MW4103/2000/G8P[8]: FJ386443; RV A/Human-wt/K EN/K'Y 6914/
2002/G8P[4]: FJ386445; RVA/Vervet monkey-wt/K EN/ K'Y 1646/1999/G8P[6]: FJ386444;
RV A/Human-wt/MWI/MW4097/2000/G8P[8]: FJ386442; RVA/Human-wt/TZA/TN1529/
1999/G2P[4]: AY261357; RVA/Human-wt/BFA/BF3767/ 1999/G2P[6]; AY261355;
RV A/Human-wt/BGD/RV 176-00/2000/G12P[6]: DQ490556; RV A/Human-wt/K EN/1290/
1991/G8P[X]: EU488721; RVA/Human-wt/BGD/N26/2002/G12P[6]: DQ146687;
RVA/Human-wt/IND/ISO16/XXXX/G12P[6]:  DQ099751;  RVA/Human-wt/BGD/
MMC29/2005/G12P[6]:  EU839935;  RVA/Human-wt/USA/LB2744/2006/G2P[4]:
HM467953; RVA/Human-wt/USA/LB2772/2006/G2P[4]: HM467981; RVA/Human-
WH/USA/LB2764/2006/G2P[4]: HM467955.

Genome segment 5 (NSP1):
RVA/Cow-wt/KOR/KJ13/XXXX/G8P[7]: FJ206195; RVA/Cow-wt/KOR/KJLE/XXXX/
G8P[7]: FJ206196; RVA/Human-wt/JPN/KU/1974/G1P1[8]: XXXX; RVA/Human-wt/

BGD/Dhakal2-03/2003/G12P[6]: XXXX; RVA/Human-tc/USA/WI161/1983/GI9P1A[8]:
EF672620; RVA/Human-wt/BGD/Dhakal6/2003/G1P[8]: DQ492675; RVA/Human-wt/
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BGD/MMC6/2005/G2P[4]: HQ641359; RVA/Human-wt/BGD/MM C88/2005/G2P[4]:
HQ641368, RVA/Human-wt/USA/LB2771/2006/G1P[8]: HM467960; RVA/Human-
WH/USA/LB2758/2006/G1P[8]: HM467959; RVA/Human-wt/USA/LB2719/2006/G1P[8]:
HM467958; RVA/Human-wt/USA/LB2772/2006/G2P[4]: HM467921; RVA/Human-
WH/USA/LB2744/2006/G2P[4]: HM467961; RVA/Human-wt/USA/LB2764/2006/G2P[4]:
HM467962; RVA/Human-tc/USA/Wa/1974/G1P1A[8]: AF306494; RVA/Human-tc/lUSA/
DS-1/1976/G2P1B[4]: EF672578; RV A/Human-wt/COD/DRC88/2003/G8P[8]:
DQO05108; RVA/Human-wt/COD/DRC86/2003/G8P[6]: DQ005119; RVA/Human-
tc/ITA/PA169/1988/ G6P[14]: EF554132; RVA/Human-wt/ZAF/GR10924/1999/GIP[6]:
FJ183357; RVA/Human-wt/BGD/RV176-00/2000/G12P[6]: DQ490557; RVA/Human-
Wt/BGD/Matlab13/2003/G12P[6]: DQ146677; RVA/Cat-tc/AUS/Cat2/1984/G3P[9):
FRU23727; RVA/Pigeon-tc/JPN/PO-13/1983/G18P[17]: AB009633; RVA/Human-
WH/CHN/TB-Chen/1996/G2P[4]: AY787647; RVA/Human-tc/GBR/ST3/1975/G4P2A[6]:
U11492;  RVA/Human-wt/KOR/KJL72/XXXX/GSP[7]:  FJ206215; RVA/Human-
Wt/BGD/RV161/2000/G12P[6]: DQ490540; RV A/Human-wt/BGD/Dhaka25-02/2002/
G12P[8]: DQ146655; RVA/Human-wt/BEL/B3458/2003/GOP[8]: EF990709; RVA/
Human-wt/JPN/IGV-80-3/XXXX/G1P[X]: X59297; RVA/Human-wt/DEU/GER1H-09/
2009/G8P[4]: GQ414546; RVA/Pig-tc/lUSA/OSU/1977/G5PI[7]: U08432; RVA/Pig-
tc/USA/Gottfried/1983/G4P[6]:  U08431; RVA/Human-wt/BGD/SK423/2005/G12P[6]:
EU839966; RVA/Human-wt/BGD/N26/2002/G12P[6]: DQ146688; RVA/Human-
tc/IDN/69M/1980/G8PA[10]: EF672557.

Genome segment 8 (NSP2):

RVA/Cow-wt/K OR/KJI3/XXXX/G8P[7]; FJ206112; RVA/Cow-wt/KOR/KJ16/XXXX/
G8P[7]: FJ206114; RVA/Human-wt/KOR/KJL72/XXXX/G8P[7]: FJ206150; RVA/Pig-
tc/lUSA/OSU/1977/G5P9[7]:  X81431;  RVA/Human-tc/USA/WI61/1983/GOP1A[8]:
EF672622;  RVA/HUuman-tc/GBR/ST3/1975/GAP2A[6]:  XXXX;  RVA/Human-
Wt/BGD/Dhakal6/2003/G1P[8]:  DQ492676;  RVA/Human-wt/BGD/Matlab13/2003/
G12P[6]: DQ146678; RVA/Human-wt/BEL/B3458/2003/GOP[8]: EF990710; RVA/Human-
Wt/JPN/KU/1974/  G1P1[8]: AB022770; RVA/Human-tc/lUSA/DS-1/1976/ G2P1B[4]:
DQ492676; RVA/Human-wt/COD/DRC86/2003/ G8P[6]: DQO005118; RVA/Human-
Wt/DEU/GER1H-09/2009/G8P[4]: GQ414547; RVA/Human-wt/BGD/N26/2002/G12P[6]:
DQ146689; RVA/Human-wt/BGD/MMC6/2005/G2P[4]:  HQ641360; RVA/Human-
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Wt/BGD/MMC6/2005/G2P[4]:  HQ641360; RVA/Human-wt/USA/LB2758/2006/G1P[8]:
HM467965,  RVA/Human-wt/USA/LB2772/2006/G2P[4]: HM467969; RVA/Human-
Wt/USA/LB2744/2006/G2P[4]: HM467967; RVA/Human-wt/USA/LB2764/2006/G2P[4]:
HM467968; RVA/Human-wt/USA/ LB2771/2006/G1P[8]: HM467966; RVA/Human-
WH/USA/LB2719/2006/G1P[8]: HM467964; RVA/Human-tc/USA/Wa/1974/G1P1A[8]:
L04534;  RVA/Human-wt/COD/DRC88/2003/G8P[6]: DQ005107; RVA/Human-wt/CHN/
TB-Chen/1996/G2P[4]: AY787648; RVA/Human-wt/BGD/Dhakal2-03/2003/G12P[6]:
DQ146667, RVA/Human-wt/BGD/Dhaka25-02/2002/G12P[8]: DQ146656; RVA/Human-
WH/BGD/ SK423/2005/G12P[6]: EU839967; RVA/Pigeon-tc/JPN/PO-13/1983/G18P[17]:
AB009625; RVA/Human-wt/BGD/RV161/2000/G12P[6]: DQ490541; RVA/Human-
Wt/BGD/ RV176-00/2000/G12P[6]: DQ490558; RVA/Pig-tc/USA/Gottfried/1983/G4P[6]:
GU199489; RVA/Human-tc/JPN/IGV -80-3/X X X X/G1P[X]: X59297.

Genome segment 7 (NSP3):

RV A/Human-wt/BGD/MMC6/2005/G2P[4]: HQ641361; RV A/Human-tc/I DN/69M/1980/
G8P4[10]: EF672558; RVA/Human-wt/JPN/KU/1974/ G1P1[8]: XXXX; RVA/Pig-
tc/VEN/A411/1989/G3P9[7]: EF990692; RVA/Pig-tc/VEN/A131/1988/G3PI[7]: XXXX;
RVA/Human-tc/USA/WI61/1983/GOPIA[8]:  XXXX; RVA/Human-tc/GBR/ST3/1975/
G4P2A[6]: EF672617; RVA/Human-wt/BGD/Dhakal6/2003/G1P[8]: DQ492677; RVA/
Human-wt/BGD/MMC88/2005/G2P[4]: HQ641370; RVA/Human-tc/IND/M-08/X XXX/
GXP[X]:AF338246; RVA/Human-wt/USA/LB2719/2006/G1P[8]: HM467970; RVA/
Human-wt/USA/LB2764/2006/G2P[4]: HM467974; RVA/Human-wt/USA/LB2744/2006/
G2P[4]: HM467973; RVA/Human-wt/USA/LB2772/2006/G2P[4]: HM467975; RVA/
Human-wt/USA/LB2758/2006/G1P[8]: HM467971;  RVA/Human-wt/USA/LB2771/
2006/G1P[8]: HM467972; RVA/Human-tc/lUSA/Wa/1974/G1P1A[8]; X81434; RVA/
Human-tc/USA/DS-1/1976/G2P1B[4]:  EF136660;  RVA/Human-wt/BGD/Dhakal2-
03/2003/G12P[6]: DQ146668; RVA/Human-wt/BGD/N26/2002/G12P[6]: DQ146690;
RV A/Human-wt/COD/DRC88/2003/G8P[8]: DQ005106; RV A/Pigeon-tc/JPN/PO-13/
1983/G18P[17]: AB009626; RVA/Human-wt/BEL/B3458/2003/GOP[8]: EF990711;
RVA/Human-tc/PHL/L26/1987/G12P[4]:  DQ146697; RVA/Human-wt/COD/DRCS86/
2003/G8P[6]: DQO005117; RVA/Human-tc/JPN/IGV-80-3/XXXX/G1P[X]: AF190170;
RVA/Human-wt/BGD/SK423/2005/G12P[6]: EU839968;  RVA/Human-wt/CHN/TB-
Chen/1996/G2P[4]:  AY787649; RV A/Human-wt/BGD/Mat|ab13/2003/G12P[6]:
DQ146679; RVA/Human-wt/BGD/RV 176-00/2000/G12P[6]: DQ490559; RVA/Human-
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Wt/BGD/RV161/2000/G12P[6]: DQ490542; RV A/Human-env/BRA/rj15221-08/2008/
GIP[8]: GUS31596;  RVA/Human-wt/CHN/BJOGOL/2006/GXP[X]:  EUS68888;
RVA/Human-wt/IND/IS2XXXX/G2P[X]: XXXX: RVA/Human-wt/IND/DS108/X XXX/
G8P[6]:  FJ861656; RVA/Human-wt/DEU/GER1H-09/2009/G8P[4]:  GQ414548;
RVA/Human-wt/IND/NRUXXXX/GXP[4]: AF506019.

Genome segment 10 (NSP4):

RVA/Human-wt/CHN/97SHRV/XXXX/GLP[X]: AY159648; RVA/Human-wt/BGD/
Matlah13/2003/G12P[6]:  DQ146680;  RVA/Human-wt/BGD/MMC6/2005/G2P[4]:
HQ641362; RVA/Human-tc/IDN/69M/1980/G8P4[10]:  EF672561; RVA/Human-
WH/JPN/KU/1974/G1P1[8]:  AB022772;  RVA/Human-tc/lUSA/DS-1/1976/G2P1B[4]:
HQ650125; RVA/Human-tc/USA/WI61/1983/GIPIA[8]: EF672624; RVA/Human-
Wt/USA/LB2719/2006/G1P[8]: HM467976; RV A/Human-wt/BGD/Dhakal6/2003/G1P[8]:
DQ492678; RVA/Human-wt/BGD/MMC88/2005/G2P[4]: HQ641371; RVA/Human-
WH/USA/LB2771/2006/G1P[8]: HM467978; RVA/Human-wt/USA/LB2758/2006/G1P[8]:
HM467977; RVA/Human-wt/USA/LB2772/2006/G2P[4]: HM467981; RVA/Human-
WH/USA/LB2744/2006/G2P[4]: HM467979; RVA/Human-wt/USA/LB2764/2006/G2P[4]:
HM467980; RVA/Human-tc/lUSA/Wal1974/G1P1A[8]: AF093199; RVA/Human-wt/
CHN/TB-Chen/1996/G2P[4]: AY787650; RVA/Human-wt/BGD/Dhaka6/2001/G11P[25];
XXXX; RVA/Human-tc/GBR/ST3/1975/G4P2A[6]: U59110; RVA/Human-tc/AUS/MG6/
1993/G6P[14]: EF554102; RVA/Human-tc/ITA/PA169/1988/G6P[14]:  EF554135;
RVA/Human-wt/HUN/Hun5/1997/G6P[14]:  EF554113; RVA/Human-tc/JPN/S2/1980/
G2P[4]: U59104; RVA/Human-tc/JPN/YO/1977/G3P1A[8]: AB008236; RVA/Human-
WHUSA/USI206/X XX X/GOP[X]: AJA00638; RVA/Human-wt/BEL/B1711/2002/G6P[6]:
EF554091; RVA/Human-wt/THA/CMHO032-05/2005/G1P[8]: GU288646; RVA/Human-
WH/KORICAU200/XXXX/G1P[8]:  EU679381;  RVA/Human-wt/K OR/CBNU/HR-2/
XXXXIGXP[X]: AF469677; RVA/Human-wt/USA/US244/X XX X/GIP[X]: AJA00640;
RVA/HUmMan-wt/USA/USA30/XXXX/GOP[X]:  AJM00644;  RVA/Human-wt/THA/
CMH008-05/2005/G2P[4]:  GU288642; RVA/Human-wt/IND/V1352/X XX X/GXP[X]:
AB196959; RVA/Human-wt/RUS/Omsk08-351/2008/G1P[8]: GQ465022; RVA/Human-
WK OR/CAU163/XXXX/G1P[8]: EU679379; RVA/Human-wt/BGD/ Matlab13/2003/
G12P[6]: DQ146680; RVA/Human-wt/BGD/RV161/2000/G12P[6]:  DQ490543;
RVA/Human-tc/IND/RMC-GE6/X X X X/G2P[4]: AY601545; RVA/Human-wt/IND/NRL/
XXXX/GXP[4]: AF506291; RV A/Human-wt/CHN/97SZ8/ XXX X/G2P[X]: AY 159649.
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Genome segment 11 (NSP5):

RVA/Human-wt/THA/CMH134/2005/G3P[4]: GU288658; RV A/Human-tc/IDN/69M/
1980/G8P4[10]: EF672562; RVA/Human-wt/BGD/MMC6/2005/G2P[4]: HQ641363;
RVA/Human-wt/BGD/MMC88/2005/G2P[4]:  HQ641372;  RVA/Pig-tc/VEN/A13L
1988/G3P9[7]:  EF990690; RVA/Human-wt/USA/DC129/1976/G3P[8]:  FJ947240;
RVA/Human-wt/JPN/KU/1974/G1P1[8]: AB022773; RVA/Human-wt/BGD/Dhakal6/
2003/G1P[8]: DQ492679; RVA/Human-tc/USA/WIGL/1983/GOPIA[8]:  XXXX;
RVA/Human-tc/GBR/ST3/1975/GAP2A[6]:  EF672618; RVA/Human-wt/USA/LB2719/
2006/G1P[8]: HM467916; RVA/Human-wt/USA/LB2771/2006/G1P[8]: HM467918;
RV A/Human-wt/USA/LB2758/2006/G1P[8]: HM467917; RVA/Human-wt/USA/LB2764/
2006/G2P[4]: HM467920; RVA/Human-tc/lUSA/DS-1/1976/G2P1B[4]: EF672583;
RV A/Human-wt/USA/LB2772/2006/G2P[4]: HM467921; RVA/Human-wt/USA/LB2744/
2006/G2P[4]: HM467919; RVA/Human-tc/USA/Wa 1974/GIPIA[8]: AF306494;
RV A/Pigeon-tc/JPN/PO-13/1983/G18P[17]: AB009628; RVA/Human-wt/CHN/TB-Chen/
1996/G2P[4]: AY787651; RVA/Human-wt/BGD/Dhakaél 2001/G11P[25]: EF560712;
RVA/Human-wt/BEL/B1711/2002/G6P[6]: EF554092; RVA/Human-wt/BRA/rj11149/
2005/GOP[8]: FJ794021; RVA/Human-wt/THA/CMHO54 /2005/G2P[4]: GU288657;
RVA/Human-tc/IND/RMC-GB6/XXXX/G2P[4]:  AY769694;  RVA/Human-wt/COD/
DRC86/2003/G8P[6]: DQ005115; RVA/Human-wt/BRA/rj11149/1998/GOP[8]: FJ794019;
RVA/Human-tc/PHL/L 26/1987/G12P[4]: DQ146698; RV A/Human-wt/BGD/N26/2002/
G12P[6]: DQ146692; RVA/Human-wt/BGD/Dhakall6/2000/G2P[4]: DQA492666;
RVA/Human-tc/FRA/STIXXXXIGXP[X]:  EF590985; RVA/Human-wt/BGD/SK 277/
2005/G12P[6]: EU839976; RVA/Human-wt/COD/DRC88/2003/G8P[8]: DQ005104;
RV A/Human-tc/FRA/STI/X XX X/IGX P[X]: EF590985.
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Supplementary Data 2. Partial amino acid comparison of the four putative RNA-dependent RNA polymerase motif regions (Mitchell and Both,
1990) of the VP1 of the human African study rotavirus strains to group A rotaviruses characterized elsewhere (accession numbers in
Supplementary Data 1). The motifs that constitute the proposed polymerase module (Poch et al., 1989) are shaded (residues 512-527, 582—608,
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626—636, and 690-702). The A (aa 514-527), B (aa 591-601), C (aa 621-639), D (aa 657-661), E (aa 681-688) and F (aa 445-466) motifs
derived from atomic structural studies are indicated with horizontal lines (Lu et al., 2008). Walike strains contain the amino acid S at positions
512 and 514, respectively, whereas most DS-1-like strains contain N at positions 512 and A at 514 (shown with asterisks). Only the common
name of the strains were used in the alignment. The complete nomenclature of each strain is listed in Supplementary Data 1. The periods (.)
indicate the residues identical to those of strain RVA/Human-tc/USA/DS-1/1976/G2P1B[4] (denoted with a common name, DS-1). All study

strains are underlined and DS-1- and Wa-like strains are indicated.
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C2/Ds-1-like
Genotypes

C1/Wa-like
genotypes

RVA/Human-tc/USA/DS-1/1976/G2P1B[4]
RVA/Human-wt/COD/DRC88/2003/G8P[8]
RVA/Human-wt/BGD/MMC88/2005/G2P[4]
RVA/Human-wt/CHN/TB-Chen/1996/G2P[4]
RVA/Human-wt/BGD/MMC6/2005/G2P[4]
RVA/Human-wt/DEU/GER1HE-09/2009/G8P[4]
RVA/Human-wt/USA/LB2744/2006/G2P[4]
RVA/Human-wt/USA/ LB2764/2006/G2P[4]
RVA/Human-wt/ZAF/3203WC/2009/G2P[4]
RVA/Human-wt/ZAF/GR10924/1999/GOP[6]
RVA/Human-wt/MWI/1473/2001/G8P[4]
RVA/Human-wt/COD/DRC86/2003/G8P[6]
RVA/Human-wt/BGD/N26/2002/G12P[6]
RVA/Human-wt/BGD/RV161/2000/G12P[6]
RVA/Human-wt/BEL/B1711/2002/G6P[6]
RVA/Human-wt/USA/LB2772/2006/G2P[4]

RVA/Vaccine/USA/RotaTeq-WI79-9/1992/61P7[5]
RVA/Vacecine/USA/RotaTeq-SC2-9/1992/62P7[5]
RVA/Vaccine/USA/RotaTeq-WI78-8/1992/G3P7[5]
RVA/Vaccine/USA/RotaTeq-BrB-9/1996/G4P7[5]
RVA/Vaccine/USA/RotaTeq-WI79-4/1992/G6P1A[8]

RVA/Human-tc/USA/Wa/1974/G1P1A[8]
RVA/Human-wt/2AF/3176WC/2009/G12P[6]
RVA/Human-wt/USA/2007719825/2007/G1P[8]
RVA/Human-wt/BGD/Dhakalé-03/2003/G1lP[8]
RVA/Human-wt/USA/LB2758/2006/G1P[8]
RVA/Human-wt/USA/LB2719/2006/G1P[8]
RVA/Human-wt/JEN/KU/XXXX/G1P1[8]
RVA/Human-wt/USA/LB2771/2006/G1P[8]
RVA/Human/JPN/Hosokawa/1983/G4P1A[8]
RVA/Human-wt/ZAF/3133WC/2009/G12P[4]
RVA/Human-wt/BGD/Dhakal2-03/2003/G12P[6]
RVA/Human-wt/ZAF/GR10924/1999/G9P[6]
RVA/Pig-tc/USA/OSU/1977/G5P9[7]

10 20 30 40 60

w

MAYRKRGARREANLNNN~DRMQEKND~EKQDSN e KIQLSDKVLS
MAYRKRGARREANLNNNNDRMQEKVD~EKQDSN e KIQLSDKVLS
MAYRKRGARREANLNNN~DRMQEKID~ERQDSN~~~~~~~~~~~~~~~nr~KTQLSDRVLS
MAYRKRGARREANLNNN~DRMQEKND~ERQDSN~~~~~~~~~~~~~~~~~~KIQLSDRVLS
MAYRKRGARREANLNNN~DRMQEKID~EKQDSN~~~~~~~~~~~~~~~~~~KTIQLSDRVLS
MAYRKRGARREANLNNN~DRMQEKID~EKQDSN~~~~n~~~nnnnnnnnnn~nKIQLSDRVLS
~~nnnn~ ARREANLNNN~DRMQEKID~EKQD SN~~~ ~nnmmmmmmnmmn e~ KIQLSDEVLS
~~nnnn~ ARREANLNNN~DRMQEKID~EKQD SN~~~ ~nnmmmmmnnmmnn ~KTQLSDEVLS

MAYRKRGARREANLNNN~DRMQEKID~EKQDSN~~ ~~KIQLSDKVLS
MAYRKRGARREANLNNN~DRMQEKID~EKQDSN~~ ~~KIQLSDKVLS
MAYRKRGARREANLNDN~DRMQEKID~EKRDSN~~~~~~~~~aaan o~ KIQLSDKVLS
MAYRKRGARREANLNNNNDRMQEEKVD~EKQDSN~~~~~~mnmmannn KIQLSDEVLS
MAYRKRGARREANLNNNNDRMQEKID~EKQDSN~~~~~~~smmannnnn KIQLSDKVLS

MAYRKRGARREANLNNNNDRMQEKID~EKQDSN~~~~~~~~v~mvsamman v ~KIQLSDEKVLS
MAYRKRGARREANLNNN~DRMQEKID~EKQDSN~~~~~~~~~mvsamsan~n~KIQLSDRKVLS
~~~~~n~ARREANLNNN~DRMQEKID~EKQDSN~~~~~~ v~ v ~vmnv s v~ ~KTIOTLSDRVLS
MAYRKRGARREANINNN~DRMQEKDD~EKQDQ ~vmmn s m s s~ ~BRMOLSDRVLS
MAYRKRGARREANINNN~DRMQEKDD~EKQDQ ~anannn s s~~~ BRMOLSDRVLS
MAYRKRGARREANINNN~DRMQEKDD~EKQDQ s s s~~~ BRMOQLSDRVLS
MAYRKRGARREAN INNN~DRMQEKDD~EKQDQ ~nmnnnn e RMOLSDRVLS
MAYRKRGARREANINNN~DRMQEKDD~EKQDQ ~nmnnnn o~ ~RMOLSDRVLS
MAYRKRGAKRENLPQON~ERLQEKEIEKDVDVTMENKNN~~~~~~~ o~ ~NRKQOLSDKVLS
MAYRKRGAKREDLPQON~ERLQEKEIENNTDVTMENKNK~~~~~~NKNNNRKQQLSDKVLS
~an~n~RGAKREDLPQON~ERLQEKEIENNTDVTMENENK~~~~~~NKSNNRKQQLSDKVLS
MAYRKRGAKREDLPQON~ERLQEKEIENNTDVTMENKNK~~~~~~NKNYNRKQQLSDKVLS
~~~~~~~ AKREDLPQON~ERLQEKEIENNPDVTMENRNKN~~KNKNNNNNRKQQLSDKVLS

~~~~~~~ AKREDLPQON~ERLQEKEIENNTDVTMENKNK~~~~~~NGNNNRRQQLFDKVLS
MAYRKRGAKREDLSQQH~ERLQEKEIENNTDVTMENKNNN~ ~~~ o~~~ NNRKQRLSDKVLS
~~~~~~~ AKREDLPQON~ERLQEKEIENNTDVTMENKNKN INKNNNKNNNRKQQLSDKVLS
MAYRKRGAKREDLSQQON~ERLQEKEIENNTDVIMENKNENE~ ~~~~~] NNNRKQQLSDKVLS

MAYRKRGAKREDLPQQON~ERLQEKEIENNTDVTMENKNEK~~~~~~NKNNNRKQQLSDKVLS
MAYRKRGAKREDLPQON~ERLQEKEIENNTDVTMENKNEK~~~~~~NKNNNRKQQLSDKVLS
MAYRKRGAKRESLPQON~ERLQEKEVEKNMDATMESKTN~~~~~~~~~~NKKQOLSDKVLS
MAYRKRGAKRENS SQON~ERLOQEKEVEKNIDASMENKAN~~~~~~~~~~NKKQOLSDKVLS
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Supplementary Data 3. Partia VP2 amino acid sequence alignments. A) Several insertions were observed in the N-terminal region of Wa-like
strains after amino acid 32 (highlighted in grey). Amino acid insertions in Wa-like strains are depicted from residue 33 due to N insertions at
position 18 in some DS-1-like strains. With reference to the RVA/Human-tc/USA/DS-1/1976/G2P1B[4] strain, both VP2 of the Wa-like study
strains contain a MENKNKNKNNNR amino acid insertion. The bovine strains contain an N insertion at amino acid position 33 (boxed). The
amino acid deletions in DS-1-like strains are represented by ~. B) VP2 amino acid sequence comparison of the RNA-binding domains and the
two putative leucine zipper motifs reported previousdly at aa 526-567 and 655696 (Kumar et al., 1989; Mitchell and Both, 1990). Due to the

amino acid insertion in most Warlike strains (aa 34-51), the leucine zipper motif occurred at positions 553-588 and 677—718 in the alignment.
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The known amino acid variations between the Wa- and DS-1-like strains are shaded in grey. Additional new amino acid variation between the
VP2 of the Wa- and DS-1-like study strains are indicated with an asterisks (*) at positions 613, 662 and 712. The common names were used to
denote the rotavirus strains used in the alignment. The complete nomenclature of each strain is indicated in Supplement 3A and Supplementary
Data 1. Periods (.) indicate the residues identical to those of RVA/Human-tc/USA/DS-1/1976/G2P1B[4] strain (denoted with a common name,
DS-1). The names of the study strains are underlined.
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Supplementary Data 4. Amino acid alignment comparing five regions that may contribute to subgroup epitopes of VP6 (Gorzigliaet a., 1988).
Regions linked to subgroup classification of group A rotaviruses using VP6 are indicated (regions A—E) and the amino acids involved are boxed.
Region D was at position 310 and 315, instead of position 312 and 314 as reported previously (Gorziglia et al., 1988). Residues at positions 2,
39, 45, 60, 83, 86, 89,101, 109, 115,121, 151, 217, 248, 305, 310, 315, 339, 342, 348, 369 and 396 (indicated with stars) were conserved in
rotavirus strains with similar genogroups as reported by Heiman et al. (2008). The names of the study strains are underlined. Identical residuesto
strain RVA/Human-wt/MWI1/1473/2001/G8P[4] (denoted with a common name, 1473) are indicated with a period (.). The common names were

used to denote the rotavirus strains used in the alignment. The complete nomenclature of each strain isindicated in Supplementary Data 1.
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A1/Wa-like
genotypes

A2/DS-1-like
genotypes

RVA/Human-wt/BGD/Dhaka25-02/2002/G12P[8]
RVA/Human-wt/BGD/Dhakalé-03/2003/G1P[8]
RVA/Human-wt/BGD/Dhakal2-03/2003/G12P[6]
RVA/Human-wt/BEL/B3458/2003/G9P[8]
RVA/Human-tc/USA/Wa variant Virwa/1974/GlP1A[8]
RVA/Human-wt/BGD/Matlabl3/2003/G1l2P[6]
RVA/Human-wt/ZAF/3133WC/2009/G12P[4]

RVA/Human-wt/ZAF/3176WC/2009/G12P[6]
RVA/Pig-tc/USA/OSU/1977/G5P9[7]
RVA/Human-wt/BGD/MMC88/2005/G2P[4]
RVA/Human-wt/BGD/MMC6/2005/G2P[4]
RVA/Human-wt/COD/DRC88/2003/G8P[8]
RVA/Human-wt/COD/DRC86/2003/G8P[6]
RVA/Human-wt/MWI/1473/2001/G8P[4]
RVA/Human-wt/ZAF/GR10924/1999/G9P[6
RVA/Human-wt/BGD/RV176-00/2000/G12P[6]
RVA/Human-wt/BGD/RV161/2000/G12P[6]
RVA/Human-wt/ZAF/3203WC,/2009/G2P[4]

RVA/Human-wt/DEU/GERLE-09/2009/G8P[4]
RVA/Human-wt/BGD/N26/2002/G1l2P[6]

CLDCCQHETDLTYCRGCTMYHVOQWCSQYDRC]

iIloooooooo00o

EICICICICIE - IR - P A

BT I - PR

Supplementary Data 5. The NSP1 cysteine-rich motif C—X,—C—-Xg—C—X~C-Xz—H-X-C-
Xo—~C—-Xs—C. The region was reported to be localized between residues 42—72 (Hua et al.,
1994). In the present study, it was present between residues 4979 (boxed). Strains with DS-
1- and Wa-like NSP1 genotypes are indicated with curled brackets. The study strains are

underlined. The conserved cysteine (C) residues within the motif are indicated with an

asterisks (*). The reported conserved amino acids within Wa- (genotype 1) and DS-1-

(genotype 2) like genogroups (Heiman et al., 2008) are highlighted in grey at residues 71 and

77. Additional amino acids variations observed within the cysteine-rich motif region are

underline. A period (.) represents a similar amino acid residue to strain RVA/Human-
wt/BGD/Dhaka25-02/2002/G12P[8] at any given amino acid position.
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Supplementary Data 6. Comparison of NSP3 rotavirus proteins. The basic (aa 81-150), acidic (aa 151-169) and hydrophobic heptads repeat
regions (aa 181-137) of NSP3 described by Mattion et a. (1992) are shown overlined with a thin-dotted line, double lines and thick line,
respectively. The amino acid differences between DS-1- and Walike strains within the basic and acidic regions are highlighted in grey. The
hydrophobic residues within the hydrophobic heptads repeat region are shown with asingle dot at residues 181, 188, 195, 202, 209, 223 and 230.
The hydrophobic residues were replaced with polar residues at amino acid positions 216 and 237 (shown with double dots). The study strains are
underlined. Identical residues to strain RVA/Human-tc/USA/DS-1/1976/G2P1B[4] (denoted with a common name, DS-1) are indicated with a
period (.). The study strains are underlined. The common names were used to denote the rotavirus strains used in the alignment. The complete
nomenclature of each reference strain isindicated in Supplementary Data 1.
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Supplementary Data 7. Alignment of the NSP4 of the study strains with reference strains. The hydrophobic domains of NSP4 are indicated as
H1, H2, and H3, while the two putative N-linked glycosylation sites at aa 8 and 18 are shown with asterisks (*) (Chan et al., 1988). The
oligomeri zation-associated domain (Taylor et a., 1996), VP4-binding domain and single stranded particle-binding domain are boxed (Ball et al.,
1996). The toxic peptide region (Au et a., 1993) is underlined with a single line. The pathogenesis-associated region (Zhang et a., 1998) is
indicated with double lines. Identical residues to strain RV A/Human-wt/CHN/TB-Chen/1996/G2P[4] (denoted with a common name, TB-Chen)
are indicated with a period (.). The study strains are underlined. The common names were used to denote the rotavirus strains used in the

alignment. The complete nomenclature of each reference strain isindicated in Supplementary Data 1.
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