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ABSTRACT ARTICLE HISTORY

We propose three test criteria each of which is appropriate for testing, KEYWORDS
respectively, the equivalence hypotheses of symmetry, homogene- Neighborhood-of-model
ity, and independence, with multivariate data. All quantities have validation; equivalence test;
the common feature of involving weighted-type distances between characteristic function;
characteristic functions and are convenient from the computational independence testing;
point of view if the weight function is properly chosen. The asymp- symmetry testing;

totic behaviour of the tests under the null and alternative hypotheses ~ two-sample problem
isinvestigated. Numerical studies and a real-data application are con-

ducted in order to examine the performance of the criteria in finite

samples.

1. Introduction

In a parametric framework the term ‘precise hypothesis’ is mostly used in bioequivalence
when a point null hypothesis ¢ = @ is being tested about a given parameter ¥. The issue
of whether a point null hypothesis such as this is reasonable or if a less precise hypothesis
would be more appropriate has a long history and is being strongly debated often in con-
nection to the so-called ‘Lindley’s Paradox’. This paradox stated in rough terms says that
as the sample size increases any frequentist approach tends to lean towards the alterna-
tive while from the Bayesian perspective, the data will become even more inclined towards
the null hypothesis; see for instance [1,2]. In view of this debate some researchers have
opted towards reformulation of the problem as one of testing, for some fixed A > 0, the
neighbourhood-type null hypothesis [ — | < A, whereby as opposed to a point null,
the value of the parameter is only approximately specified under the null. Rejection then
of the null implies that | — 9| > A, i.e. that ¥ is at least at a distance A from . (Note
that A can be chosen as a shrinking neighbourhood of the sample size, analogously to the
common practice of power analysis by means of contiguous alternatives; [see 3, $49 and
§55]). Recently there is even a tendency to interchange the null and alternative hypotheses,
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with the resulting, so-called equivalence hypothesis formulated as
Ho : |9 — 99| = Aversus Hy : [ — 9| < A.

Thus rejection of the null indicates that the parameter @ is ‘A -close’ to ¥y. This formu-
lation, which has become standard by now, also has its roots in the area of bioequivalence
problems which are distinguished from conventional testing problems. For example, in the
specific case of testing for bioequivalence of a new treatment against an established treat-
ment, we are faced with a parameter ¢ measuring (potential) improvement from %y which
corresponds to an established treatment. Then a threshold, say A, is set on this improve-
ment so that rejection of the null hypothesis [ — 9| > A in favour of the alternative
|9 — ¥9| < A implies bioequivalence of the two treatments, meaning that the effect of the
new treatment, even if positive, is rather minuscule. In this restricted context of inference
about a parameter, there is considerable literature for which the monograph of Ref. [4] is a
good starting point.

On the other hand the problem of testing  model-equivalence’ (or ‘neighbourhood-of-
model validation’) has only recently been considered in a more general context, beyond
that of testing about a single parameter.

Generally speaking, the context of testing model-equivalence is that of test a hypothesis
of the form Hy : d > A against H; : d < A, where d is a real-valued parameter that mea-
sures the distance between two models. For example, Dette et al. [5] constructed tests for
the equivalence of two regression curves based on the L, distance and maximal deviation
distance between two parametric regression models. We also refer to literature [5-10], for
testing model-equivalence in various settings.

In this paper we will restate the three major semiparametric problems of distributional
homogeneity (or the two-sample problem), symmetry and independence in the form of
model-equivalence hypotheses testing. That is, we will develop statistical methodology for
testing homogeneity-equivalence, symmetry-equivalence, and independence-equivalence,
respectively. We now shortly discuss the importance and applicability of the independence-
equivalence test. (The discussion for the other two equivalence tests is analogous). In this
connection, it is well known that measuring and testing dependence is a fundamental task
in statistical inference and data analysis, for instance in gene selection and causal infer-
ence. Classical independence tests, however, typically only consider the exact (or precise)
independence corresponding to the point null hypothesis Hy : d = 0, which as already
discussed in the first paragraph is prone to Lindley’s Paradox, at least in the current era
of massive data. In addition, with many applications such as detecting the dependence
between treatment effect and covariates in causal inference, one may be interested in
detecting dependence only beyond a certain threshold of the given size, with this size of
dependence of interest carefully chosen on the basis of the underlying context. Thus practi-
tioners may wish to detect dependence beyond a certain fixed size of interest by specifying
the threshold A in the independence-equivalence test, the specifics of which will be studied
in detail in this paper and will be illustrated by a real-data application in Section 5.

In the following, we will use the word ‘model’ as synonymous with the symmetry of
a given random variable, while for two random variables or pairs of variables, to denote
distributional homogeneity or independence of these variables, respectively. Specifically
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for a given model, say M, and an arbitrary random vector Z, we propose the ( model-
specific) population measure

2
AU = / ‘D(ZM)(t)‘ w(t) dt, 1)

which satisfies A(/\g) = 0, if and only if the law of random vector Z lies within model M,

where D(ZM) (+) is a pointwise distance from the null hypothesis, and w > 0 denotes a weight
function to be further discussed along the paper. The composition of the vector Z will vary
depending on the context, consisting of a single vector for the case of testing for symmetry,
or of two independent random vectors of equal dimensions in the case of homogeneity,
or consisting of a pair of random vectors of potentially different dimensions in the case of
independence testing. In this framework, we consider the model-equivalence problem of
testing the null hypothesis

H ALY = 4, 2)
against the alternative
HM ALY <A, (3)

so that if H(()M) is false this will imply that the law of Z lies within a neighbourhood of model
M of fixed length A > 0. (Formally, the null hypothesis H(()M) as well as the alternative
should be indexed by A, but we will suppress this dependence for simplicity).

The rest of the paper unfolds as follows. In Section 2 we introduce the null and alter-
native hypotheses, propose an appropriate population measure Ag}g) in each case, and
formulate our testing approach in general terms. In Section 3, the three test criteria are
specified along with the weight function w(-) and asymptotic results are presented. The
finite-sample properties of the test criteria are studied in Section 4 by Monte Carlo exper-
iments, while in Section 5 we illustrate the applicability of our methods by means of a
real-data application. The paper concludes in Section 6 with the discussion and outlook.
Technical proofs are postponed to the Appendix.

2. Population measures, computations and test criteria
2.1. Population measures

We will consider population measures that are formulated as L,-type distances, and mea-
sure discrepancy between symmetry and asymmetry of a given law, while for pairs of
distributions, they express the distance between these distributions or distance between
independence and arbitrary modes of dependence of corresponding random variables.
These population measures are formulated in terms of characteristic functions (CFs).
Specifically suppose that Z := {X, Y} where X € R? and Y € R? are two independent ran-
dom vectors, and write ¢x(-) and ¢y(-) for the corresponding CFs. Then we define the
CF-distance between X and Y as

AVY = /R lex(®) = oy (O wio) d. @
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We wish to test the null hypothesis figuring in (2) against the alternative hypothesis (3) by
means of an empirical counterpart of AEVHZ) In this setting rejection of H(()M) would imply
that the laws of the two random variables are equivalent, or A -close, in terms of CFs.

Note that the law of a random vector X € R, p > 1, is symmetric around the origin if
and only if Tm(px(t)) = 0,Vt € RP, where Im(z) denotes the imaginary part of a complex
number z. Then the next population measure corresponds to testing symmetry is defined
by setting Z: = X in (1), as

Ay = /R (Tm(px(0)) wit) . %)

Again rejection of the null hypothesis would imply that the law of X belongs to the
equivalence class of all centrally symmetric distributions, in the sense of being within a
(CF-based) neighbourhood of symmetry of size A.

Our last population measure will be used to measure the significance of dependence
between a pair of random vectors X € R? and Y € RY. To this end set Z:= (X',Y )T,
write ¢x y (-, ) for the CF of Z and define

AT = /R oy - ox(tDey (1) wty, 1) dty dta, ()

where w(ty, ty) = wy(t1)wy(t2), with each wy(-) and w,(-) being a weight function in the
indicated dimension.

2.2. Specific computations

We note that CF-based population measures such as these figuring in (4)-(6) may be fur-
ther manipulated to express distance in terms of more conventional quantities. The readers
are referred to [see 11, § 3] for such interpretations. For analogous interpretations based
on moments, see Refs [12,13]. By way of example, we consider here the homogeneity
distance. In this connection further below we will assume that the weight function is a
density of a spherical distribution but for our present purposes also assume that this den-
sity may be written as w(t) = ¢ (p‘z,(t), where ¢ > 0 is a global constant and ¢y () denotes
the CF of a random vector V having a symmetric around zero distribution. A represen-
tation like this is possible for a few distributions such as the p-dimensional Kotz-type
distribution with density f(x) = cexp(—2||x||”),0 < y < 2, and the generalized spheri-
cal Laplace distribution with density f(x) = ¢(1 + [x]12)~®+D/2 Here | - || denotes the
Euclidean norm. In the Kotz-case, V corresponds to a spherical stable distribution with CF
exp(—||t]l”), while in the latter case to a generalized spherical Laplace distribution with CF
(1 + ||£]|?)~®*+D/4 We refer to Refs [14,15] for the Kotz-type distribution and the Laplace
distribution, respectively.
With such a weight function and by using Parseval’s identity we have from (4),

AEZ,{Z) = /Rp lox () — ey ()] *c o (t) dt

= Cf loxav (t) — pysv (B dt
RP
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= cQm)f /Rp(fx*v(x) — frav(x))* dx,

where * denotes convolution. Thus apart from a constant, the CF-based homogeneity dis-
tance between a pair of distributions is equal to a distance associated with the densities of
these distributions, whereby the weight function w(t) acts on these densities as convolution
with the density corresponding to the CF ¢y (¢) involved in w(t).

Another interpretation in terms of moments is provided by the energy distance measure
of Ref. [13],

EXY)=ERIX-YI" = IX=Xal” =Y = 11)l”], (7)

which may be obtained from the homogeneity distance in (4) if w(t) is proportional to
|£]|~®*7), with y € (0,2), under the assumption E[| X||”] < oo, and E[||Y||?] < oo.
Passing to the problem of independence, we note that correlation, which is arguably the
most straightforward measure of independence, has been shown by the literature [12] to
be directly related to distance covariance, which again may be obtained from the indepen-
dence distance in (6) by setting the weight function proportional to [|¢; || ~®+7) ||ty || =@+,
under certain moment assumptions. We will not repeat the arguments here but simply
compute the independence measure for a bivariate zero-mean Gaussian distribution with
unit component variances and correlation equal to g, say Agg;. Specifically with weight

function w(t) = exp(—t% - t%), we obtain from (6),

< tf+t§+2gt1t2> ( tf+t§>
exp T — —exp | — 5
2

1+ 1 4
=TT — —_ ,
2 ime Vo

which is increasing with |o| and vanishes at o = 0. It is also immediate from (4) that Agé

2
exp (—ff — ) d dt

coincides with the population homogeneity distance Agé) between the aforementioned
bivariate Gaussian distribution and a corresponding bivariate zero-mean Gaussian dis-
tribution with independent components, i.e. with ¢ = 0. In both cases the parameter of
interest is equal to o, with smaller (larger) |o| implying smaller (larger) deviation from
the corresponding exact property of independence or homogeneity, and thus values of
Agg; and Agé) admit a simple interpretation in terms of the corresponding parameter
of interest.

As a further example in arbitrary dimension p > 1, we consider a two-component equal
mixture of a standard Gaussian distribution with the same Gaussian distribution shifted
by § € RP. For weight function exp(—|| t||?) we compute from (5) the resulting symmetry
distance for this mixture distribution as

1—cos(28"¢ 5 512
A = / 1-cos@8 o (=201£1%) dt = = — (1 — exp (—&»

which is again an easily interpretable function of the parameter of interest §. The corre-
sponding homogeneity distance between this mixture and a standard Gaussian distribution
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may also be computed as

p

5 2
H) T2 151l
AT — 1— 1)),
8,G 2%4—1 ( eXP < 8

and the same observations apply. Thus, although these examples are clearly only indica-
tive, it appears that when a certain property (symmetry, homogeneity or independence) is
expressed via a given parameter, the corresponding distance measure is a function (per-
haps complicated) having properties that are in line with intuition regarding the role of
this parameter. We close this paragraph by stressing that the range of possible values of
A(/’\g), when placed in the appropriate context, is important in order to acquire a feeling
about meaningful values of the threshold parameter A, which is again heavily context-
dependent; see for instance [4, § 1.7]. Yet this range is not always as straightforward to
compute as in the previous examples, and in fact may require high-dimensional numerical
integration.

2.3. Test criteria

Now assume that Ag, w  is an empirical counterpart of AM wZ resultlng from a sample of
size n on Z, such that

D
Va(AGD - ay) 2 N (0,020) (8)
when Ag}g) > 0, and
P
Vnafh — o )
M) _ D P, . TR . .
when A7" = 0. Here —> and — signify convergence in distribution and in probabil-

ity, respectively. Suppose further that the limit variance of,(M) (again we economize on

2(M) 2(M)

notation by suppressing dependence of o, on Z) can be estimated by, say, 0,,;, ', such

that
a,i(vﬁw) N af,(M). (10)
This limit variance GVZV(M)
detail in Section 3.
On the basis of the preceding discussion and for some fixed threshold A > 0, we suggest
the test defined by the critical region

2(M

as well as its consistent estimator o,y ) will be discussed in

(M)
AM < A+ \/Wﬁ Zas (11)

where a,g,/,\;l) is the positive square root of 03,%\4)’ and z, is the @ quantile of the standard

normal distribution. Clearly rejection of H(()M) implies model-equivalence, or more pre-
cisely that the law of our data is A-close to model M under the corresponding distance
measure A( ). In fact, it readily follows that the criterion with critical region defined
by (11) leads to an asymptotic size-o test, which is consistent against fixed alternatives.
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Specifically for each law of Z with corresponding population measure AEV{?) > 0, if (8)
and (10) hold true, we have for the probability of rejection of the null hypothesis in (2) that

. . (M) (M)
nhﬁrrolo]P’ (Re]ect Hy | Ay > 0)

Jn <A,§{‘ﬁ) — A)

. M)
= <
nli)ngoIP’ a,%) <zy|AL7 >0
(M) M) M)
- NSRS j Ji(a-a0?) Do
_ng%o O-(M) < U(M) + 2o wz >
nw nw
o A (M)
0, lwa,Z > A,
=1a, ifAY) =4, (12)

1L ifAY) <A
In addition, for each law of Z with Aivj)\g) = 0, and by (9) and (10), we have

: : (M) | AM) _
nll)n;OIP’ (Reject Hy | Ayg = 0)

. M M (M)
= Jim P (ﬁAW <VnA+oulz | ALy = 0)
=1 (13)

Remark 2.1: Note that the first two cases in (12) correspond to null hypotheses, while the
last case in (12) and the case in (13) correspond to alternatives. Therefore, if (8)-(10) hold
true, we have

nangOP (Reject H(()M) | H(()M)> <a, nangoP (Reject H(()M) | H}M)) =1,

meaning that under the standing conditions, the proposed test defined by the critical
region (11) is an asymptotic size-o test which is consistent against all fixed alternatives.

The sgeneral theory and specific conditions under which (8)-(10) hold true have
been presented by using a Hilbert space approach in Refs [7] and [8], for distributional
homogeneity and symmetry-equivalence testing, respectively.

Our contribution herein is to introduce a calculus by means of which the test defined
in (11) is made feasible. More precisely by utilizing the results in Ref. [11] and the asymp-
totic behaviour of A,%f) obtained within a U-statistic framework, we determine specific
instances of the test which may be carried out in a computationally friendly way, which
also facilitates Monte Carlo approximation and the study of small-sample properties of the
resulting tests.
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3. Specification of test statistics

For computational convenience as well as for asymptotics we will impose the following
assumption on the weight functions. The generic notation d for dimension is used below,
with d varying depending on context.

(A) The weight function w(t) is the density function of a symmetric around zero distri-
bution on RY, i.e. w(t) = w(—t), t € R%, and Sra w(t)dt = 1.

More specifically as weight function we fix the density of a spherically symmetric distri-
bution. The CF of this density will be denoted by C,,(-), and will be specified further down
the paper.

By taking into account the characterization in Ref. [11] we have that, under assumption
(A), the population measures in (4)-(6) can be rendered as

ATY = E[Cy(X — X1) + Cul(Y — Y1) — 2C(X — V)], (14)
M) = TEIC/X — X)) — CuX + X, (15)

A =E [CWP(X — X1)Cy (Y — Yl)] +E [CWP(X — Xl)] E [cwq(y _ Yl)]
— 2E [CWP(X—XI)CWq(Y— Yz)], (16)

where Z; and Z, denote independent copies of the random vector Z. Thus, it is natu-
ral to estimate the population measure AE\//,\;) by means of suitable U -statistics, whose
corresponding kernels are determined by C,, (-); see, e.g. Refs [16,17].

To begin with the symmetry statistic, suppose that {X;, ..., X,} are independent copies

of X, the empirical counterpart of Aff% may be obtained as

1
M= g 2 (GXi=X) - G+ X)), (17)
1<i#j<n

i.e. as a U-statistic with symmetric kernel ws (6, x1) = {Cy(x — x1) — Cyp(x+ x1)}/2.
Likewise suppose that in addition to {Xi,...,X,}, and independently, we have

{Y1,...,Y,} as independent copies of Y. Then the empirical counterpart of AEVHZ) may be
formulated as
1
AW =T 2 (GE-X)+Ci-Y) -26& - Y}, (8)
1<i#j<n

which is a U-statistic with symmetric kernel VH(z,2z1) = Cplx — x1) + Cw(y —y1) —
Cy(x —y1) — Cy(x1 — »). Here, z = (xT,yT)T.
In turn if {(X;,Y1),..., (Xp, Yy)} are independent copies of (X,Y), the empirical
counterpart of AEVI% is given by
) 1

A = =D Z Cw, (Xi — Xj)Cy, (Yi — Yj)
1<ij<n
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1 1
v Y. Gy (Xi— X)) v Y. G (Yi—Y)

1<ij<n 1<ij<n

2
- 3" Gy, (Xi = X)Cy (Yi — Yi)
ni— (=) b O B

= Un,l + Un,2 Un,3 - 2Un,4- (19)

Denote§; = E[Cy, (X — X1)Cy, (Y — Y1)], S2 = E[Cy, (X — X1)], S5 = E[Cy, (Y — Y1)],
and S4 = E[CWP(X—XI)CWq(Y —Y,)]. Thus each U,; (i=1,...,4) is a U-statistic
of degree m; for estimation of S; based on the symmetric kernel v, where m; =
my=my =2, my=3, YP(z21) = Gy (x = x1)Cu, (Y — 1), Y72 (2,21) = Gy (x —
20, ¥ (z,21) = Cy,(y — y1), and

1
vz 21,2) = P {pr(x — x1)Cuw, (y = y2) + Gy, (x — x2) Gy, (v — 1)
+ Cw,(x —x)Cy, (1 — y2) + Gy, (x1 — x2) Gy, (y — y1)

+ Cuy (8 = 12)Cur, 01 = 32) + Coy (11 = 22)Co, (v = 3.

Here wIA is a symmetrized version of the asymmetric kernel Cuw, (x = x1)Cyy, (y — y2) of

S4. Consequently, AER is a function of the U-statistics U, 1, . . ., Uy 4. Specifically if we let
h(u) = uy + upus — 2uy be a known real-valued function of a four-dimensional vector u,
then A% = h(S) and AR, = h(U,), where § = (S1,...,84) and Uy = (Un 1, .., Una).

According to the above discussion, the asymptotic behaviour of A;SM), and Aﬂ,) can

be deduced from the general theory of U-statistics (see, e.g. Refs [16,17]). Likewise, the
asymptotic behaviour of A,SIJ, can be obtained from the asymptotic properties of functions
of several U-statistics (see e.g. Refs [16,18]). We now formulate the asymptotic properties
of A,(f,\;,l) in (17)-(19) in the following theorem uniformly. Again the composition of the
random vector Z below varies depending on the context. Also recall that in the context
of homogeneity-equivalence test, Z = {X, Y}, with X and Y assumed independent, but we
will reconsider this assumption in Remark 3.2.

Theorem 3.1: Let{Zi,...,Z,} beindependent copies of Z. Then under assumption (A), and
as n — 0o, we have the following results:

(1) IfA%) > 0, then
D
Jn (A;ﬁf) - Afj}?) — N (0, Gi(M)> >

with the limit variance af,(M

), respectively given by,
2@ =4[E [y X0y x| - B v xn ]

2™ =4 [E [y 209"z 2] - B [w™ @ 2]},
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4
op® =" mimih(S)H(8)¢1 (i ),
ij=1

where h(S) := g—ﬁu:s denote the first-order partial derivative of h, and £1(i,j) =
81, i) are defined in the Appendix.
() IFAYY =0, then

NZIN O

Theorem 3.1 presents the specific conditions under which (8) and (9) hold true. Now we
turn to study consistent estimation of the limit variance UVZV(M). We first define estimators
of U;(S) and af,(m, which are subsequently shown to be consistent. The proof is based
on the strong law of large numbers (SLLN) for U-statistics ([see 17 Theorem 5.4A] and

Slutsky’s theorem.

Theorem 3.2: Let {X,,...,X,} and {Z1,...,Z,} be independent copies of X and Z respec-
tively, and define

4
2t 5 (X X)¥S (X Xp)
n,w nn—1)(n—2) 1<i§k<n‘// ) v k
2
1
— 4 —_ Z wS(Xi»Xj) > (20)
n(n—1) I<izj<n
and
4
o200 -t (2, )Y (Zis Zi)
> n(n—1)(n—2) 1<l-7g]-2¢k<n w ] w ‘
2
1
B N Z v(Z,Z)} . (21)
n(n—1) 1<i#j<n

Then as n — oo, we have
o2& B 2 200 PO 2
n,w w > n,w w >

where 03}(8) and o270 are defined in Theorem 3.1.

The case of independence, however, is somewhat different in that in order to obtain an

estimator of (ff,(z) analogous to (20) and (21), the number of terms to be estimated in 03,(1)

isequalto4(4 4+ 1)/2 = 10. Therefore, an analogous estimator of UVZV(I) is very complicated
to simulate. Instead, we will estimate the variance of A;Iv)v = h(U,) by jackknife, which is a
widely applicable statistical tool used for estimating variance; see Ref. [19] for a full account

of the jackknife.
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Theorem 3.3: Let {(X, , Y;r)T,. . (X;,r, YnT)T} be independent copies of(XT, YT, and
define

n
02D = (n—1) Y ((Un-1(=i)) = h(Un-1))", (22)
i=1
where U, = (Up1,. .. Una), Uni, ..., Una are defined in (19), h(u) = u; + uausz — 2uy
be a known real-valued function of a four-dimensional vector u, h(Up—1(—i)),i=1,...,n,
denote the leave-one-out statistics that are computed from the sample of n—1 observations
formed by deleting the it observation, and h(Uy,—1) = n=' Y1 h(Uy—1(—i)). Then as
n — oo, we have

20y P 2z
o 2D 2D,

ay — O
where o2 is defined in Theorem 3.1.
Remark 3.1: Theorems 3.1-3.3 present the specific conditions under which (8)-(10) hold
true for the three model-equivalence tests. As a consequence, see also the discussion in
Remark 2.1, the tests defined by the critical region (11) are asymptotic size-« tests and
consistent against all fixed alternatives.

Remark 3.2: It should be pointed out that even without the assumption of independence of
X and Y, it holds

ATY = E[Cy(X = X1) + Cu(Y — Y1) — Cy(X — Y1) — Cy(Y — X1)],

in the case of homogeneity testing. This has the same symmetric kernel ¥ (z,z;) with that
in (18), and opens up the possibility of extending the method to a more general two-sample
problem with dependent observations. Here, however, we remain strictly within the classical
two-sample problem under which X and Y are independent. For more information on the case
of dependent observations we refer to Refs [20,21].

We close this section by specifying the spherical densities which will be employed in
our simulation study. In this connection note that in principle any spherical density (or in
fact any centrally symmetric density) may be used as weight function. However, there exist
some choices that are convenient from the computational point of view. Specifically we will
employ as weight function the density of the spherical stable distribution and the density of
the generalized spherical Laplace distribution. The CFs of these densities will be denoted
by C, (-), where C, (t) = exp(—||t[|"), ¥ € (0,2], corresponds to the stable density, while
C,(H =0+ It]1)~7, y > 0, corresponds to the Laplace density; see Refs [22] and [15],
respectively. Here y may be termed ‘characteristic exponent’. With these densities as weight

functions, formulae for the sample measures quf\;) in (17)-(19) as well as the estimated

limit variance a,i%\/l) in (20)-(22), readily result by simply replacing C,,(-) by C, (-) in the

corresponding equations. (Recall though that in the case of independence testing and due
to the complexity of the resulting formulae, we employ the jackknife in order to estimate
the limit variance).

Remark 3.3: The weight function w(t) figuring in our population measures in (4)-(6) as well
as in our tests statistics may in principle take arbitrary functional forms. Trivial conditions are
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that w(t) should be non-negative and symmetric around zero. A further requirement, already
mentioned, is computational convenience, meaning that it should render kernels C,,(-) that
are in a closed-form and free of numerical integration. In this connection, several authors have
discussed weight functions that lead to so-called universal kernels, i.e. kernels that lead to test
consistency; see Ref. [23] for related work in the setting of reproducing kernel Hilbert spaces.
In fact, the literature [24] already mention the normal and (generalized) Laplace as universal
kernels. The kernels corresponding to the energy-distance statistics are also universal; see for
instance [25]. The advantage of density-based weight functions adopted herein is that energy
statistics, by using a non-integrable weight function rather than a density, impose certain
moment conditions on the underlying random variable(s) that restricts application to light-
tailed distributions.

4. Numerical studies

In this section, a series of simulation experiments are carried out in order to investi-
gate the finite-sample performance of the proposed tests. As mentioned at the end of
Section 3, we employ the stable density and the Laplace density as the weight function,
and the corresponding tests are denoted as T,(gt) and T,(ﬁ/l) respectively. As for the val-
ues of the characteristic exponent, we choose y € {0.5, 1.0, 1.5,2.0} for the stable density
and y € {0.1,0.25,1.0, 4.0} for the Laplace density. In the following, empirical rejection
rates according to the critical regions (11) are calculated respectively at 5% significance
level using Monte Carlo 2000 trials. Further, the dimensions of X (and Y) considered are
p (= q) € {2,4, 6}, and the sample sizes are n € {50, 100, 200, 300}.

We also wish to compare the new procedures with competitors. In this connection for
testing symmetry, we refer to Ref. [26], while for testing homogeneity to Refs [20,27-29],
and for testing independence to [30,31], all in the standard setting of testing exact hypothe-
ses. In the existing literature, however, we did not find corresponding methods for testing
in the context of multivariate equivalence hypotheses. Nevertheless the energy statistics
of Székely and Rizzo [13] have been adapted herein to the context of model-equivalence
testing for comparison purposes. For these tests we write T( ). In this connection, the
energy-based homogeneity population measure defined in (7) may formally be obtained
by replacing C,,(-) with —|| - ||” in (14), and consequently the test T,(%E can be imple-
mented by simply replacing C,,(-) with —|| - ||” in (18). With analogous replacements one
can obtain from (15) and (16) corresponding energy population measures for symmetry
and independence, respectively. Furthermore, within a U-statistic framework, the asymp-
totic properties of the energy-based test statistics analogous to (8)-(10) can be obtained
when the moment conditions E[||X|?”] < co and E[|Y||?] < oo hold true. However,
it is worth noticing that the proposed test statistics in this paper require no moment
conditions. In what follows we compare our procedures with their energy counterparts
TY(IE ), for y €{0.5,1.0,1.5,2.0} (note that although the value y = 2.0 is excluded from
the energy-based characterizations we nevertheless include it in our simulations).

Example 4.1: Symmetry-equivalence test: We consider two scenarios in this example, with X
generated from the multivariate skew-normal distribution S./\fp (&,R,6) in Example 4.1(a)
and from the multivariate skew-Cauchy distribution SC,(§, Q, §) in Example 4.1(b), respec-
tively. Here, & is a p-dimensional vector representing the location parameter, 2 is a symmetric
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positive definite p X p scatter matrix, and § is a p-dimensional vector which regulates the
skewness of the distributions; see the monograph [32] and the R package sn ([33]) for addi-
tional information. In Example 4.1(a), we choose X ~ SN ,(0p,15,601,), where 0, and 1,
are p-dimensional vectors of zeros and ones respectively, I, denotes the identity matrix,
and 6 > 0 is a scalar. With this parametrization, the degree of asymmetry can be mea-
sured in terms of 0, in the sense that smaller 6 corresponds to less asymmetry. Particularly,
SN p(0p, I, 01p) reduces to the multivariate standard normal distribution when 6 = 0. We
choose some fixed value 0 = 6y as benchmark, and compute the value of Aif))( in (15) for
X ~ SN(0p,15,6001,) as a general threshold A in (11) for significant departure from sym-
metry. Thus distributions SN ;(0p,15,01,) with 8 > 6y correspond to the null hypotheses
and we are in the alternatives when 6 < 6y. A random approximation procedure is used to

compute Aff))(for SN p(0p, I, 601,). Specifically, we generate a large number B of i.i.d. copies

{X1,....,Xp}of X ~ SNP(OP,IP,GOIP), and calculate A,SSM), in (17) based on this sample as
the threshold A. To ensure the accuracy of the approximation, B = 5000 is used, which is a
fairly large value; see the closing paragraph of this section for more information on the accu-
racy of the random approximation method. As benchmark we choose SN (0, I, 691p) with
6o = 3, and also consider 0 € {5,4,3,2,1,0}. In Example 4.1(b), we repeat Example 4.1(a)
under identical conditions except that X ~ SCp(0p,15,61,).

The empirical rejection rates of the proposed symmetry-equivalence test with the
test T}g‘? corresponding to the spherical stable density as weight function are shown in

Table 1. We also display the comparative results of all three tests Tr(l‘?, T,(,i), and T,(fE) for
Examples 4.1(a) and 4.1(b) in Figures 1 and 2, respectively.

In general, the performance of the three tests Tr(l‘?, T,(:)SL), and T;(ﬁs) are comparable in
Example 4.1(a). However, in Example 4.1(b), where X ~ SC,(0,,I,,61,) and the expec-

tation of X does not exist, the energy-based test T,S‘SE with y = 1.5 or y = 2.0 can not
control the Type-I error rates, even when p = 2, n = 300. We may attribute this behaviour
to the fact that in this case the moment condition corresponding to the energy statistic is
not satisfied. On the other hand, it is clear that the Type-I error rates of the proposed tests
T,(fs) and T,S‘)SL) can be controlled well for lower dimensions (p = 2, 4) with all sample sizes
and a higher dimension (p = 6) with a larger sample size (n = 300). Furthermore, it can
be seen that, for all cases, the Type-I error rates in the interior of the null hypothesis (i.e.
0 = 5,4) are lower than those at the boundary of the null hypothesis (i.e. 8y = 3), which is
line with the limit result in (12). As for the empirical powers, it may be observed that with
the increase of the sample size and/or distance away from the null hypothesis, the empirical
powers increase with a few exceptions, which again is expected in view of our consistency
results. Finally, the value of y is seen to affect the empirical powers of all three tests, but
only slightly.

Example 4.2: Homogeneity-equivalence test: Two scenarios are considered in this exam-
ple. In Example 4.2(a), we consider an independent pair of random vectors such that X ~
Np(0,1) and Y ~ Npy(u, 1), where Np(w, %) denotes a p-dimensional Gaussian random
vector whose coordinates are independent and identically distributed as univariate normal
distributions with mean ju and variance equal to . We also choose some fixed value of 1 =

o as a benchmark, and set the corresponding value of Ai:j{z) in (14) as a general threshold A



Table 1. Simulation results for Example 4.1. Rejection rates of T,S‘g) at 5% significance level using 2000 trials.

Example 4.1(a)

Example 4.1(b)

Null hypotheses Alternatives Null hypotheses Alternatives
0=>5 0=4 0=3 0=2 0=1 6=0 6=>5 0=4 6=3 0=2 6=1 0=0
n =50 p=2 y =05 0.0440 0.0520 0.0765 0.1970 0.6740 1 0.0615 0.0790 0.1195 0.2245 0.6690 1
y =10 0.0425 0.0550 0.0855 0.2080 0.6910 1 0.0780 0.0935 0.1325 0.2370 0.6495 1
y =15 0.0465 0.0630 0.0995 0.2225 0.7135 1 0.0875 0.1075 0.1410 0.2500 0.6475 1
y =20 0.0480 0.0645 0.1065 0.2275 0.7315 1 0.0975 0.1165 0.1515 0.2590 0.6500 1
p=4 y =05 0.0865 0.0905 0.0995 0.1395 0.3545 1 0.0875 0.0920 0.1040 0.1380 0.3180 0.9995
y =10 0.0860 0.0905 0.1050 0.1395 0.3780 1 0.1125 0.1155 0.1255 0.1550 0.3255 0.9935
y =15 0.0970 0.1030 0.1220 0.1610 0.4105 1 0.1400 0.1455 0.1615 0.1965 0.3570 0.9770
y =20 0.1160 0.1220 0.1365 0.1790 0.4430 0.9990 0.1710 0.1800 0.1890 0.2210 0.3965 0.9670
p=56 y =05 0.1145 0.1180 0.1265 0.1550 0.2960 1 0.1345 0.1385 0.1435 0.1600 0.2640 0.9980
y =10 0.1200 0.1220 0.1340 0.1590 0.3020 0.9995 0.1710 0.1720 0.1785 0.1975 0.2975 0.9710
y=15 0.1470 0.1525 0.1615 0.1880 0.3225 0.9960 0.2220 0.2265 0.2315 0.2440 0.3460 0.9210
y =20 0.1790 0.1840 0.1965 0.2360 0.3710 0.9850 0.2490 0.2525 0.2560 0.2780 0.3685 0.8740
n =100 p=2 y =05 0.0185 0.0300 0.0575 0.1890 0.8615 1 0.0385 0.0520 0.0920 0.2245 0.8320 1
y =10 0.0200 0.0315 0.0585 0.2020 0.8755 1 0.0465 0.0610 0.0945 0.2315 0.8095 1
y=15 0.0215 0.0320 0.0620 0.2100 0.8870 1 0.0495 0.0620 0.1080 0.2410 0.7975 1
y =20 0.0235 0.0330 0.0645 0.2235 0.8930 1 0.0495 0.0675 0.1130 0.2465 0.7960 1
p=4 y =05 0.0410 0.0460 0.0580 0.1070 0.4590 1 0.0405 0.0440 0.0545 0.0950 0.3855 1
y =10 0.0430 0.0450 0.0570 0.1130 0.4835 1 0.0565 0.0625 0.0770 0.1090 0.3480 1
y=15 0.0430 0.0500 0.0630 0.1200 0.5120 1 0.0755 0.0810 0.0910 0.1335 0.3550 1
y =20 0.0505 0.0550 0.0700 0.1310 0.5400 1 0.0870 0.0925 0.1060 0.1480 0.3735 0.9985
p=6 y =05 0.0785 0.0840 0.0985 0.1285 0.3410 1 0.0815 0.0855 0.0910 0.1135 0.2705 1
y =10 0.0790 0.0830 0.0975 0.1335 0.3460 1 0.0860 0.0880 0.0940 0.1140 0.2470 0.9990
y =15 0.0815 0.0855 0.0950 0.1320 0.3535 1 0.1060 0.1085 0.1225 0.1415 0.2725 0.9920
y =20 0.0990 0.1065 0.1205 0.1465 0.3770 1 0.1420 0.1435 0.1515 0.1745 0.2955 0.9765
(continued).
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Table 1. Continued.

Example 4.1(a)

Example 4.1(b)

Null hypotheses

Alternatives

Null hypotheses

Alternatives

0=>5 0=4 0=3 0=2 0 =1 0=0 0=>5 0=4 0=3 0=2 0 =1 0=0

n = 200 p=2 y =05 0.0085 0.0145 0.0430 0.2575 0.9825 1 0.0165 0.0255 0.0705 0.2765 0.9705 1
y =10 0.0100 0.0160 0.0500 0.2730 0.9865 1 0.0175 0.0330 0.0800 0.2930 0.9565 1

y=15 0.0105 0.0180 0.0590 0.2940 0.9900 1 0.0200 0.0385 0.0900 0.3005 0.9450 1

y =20 0.0105 0.0210 0.0670 0.3150 0.9900 1 0.0250 0.0440 0.0960 0.3025 0.9375 1

p=4 y =05 0.0230 0.0280 0.0415 0.1035 0.6525 1 0.0165 0.0225 0.0300 0.0680 0.4965 1
y =10 0.0220 0.0275 0.0430 0.1045 0.6855 1 0.0230 0.0275 0.0355 0.0790 0.4405 1

y=15 0.0235 0.0315 0.0480 0.1185 0.7145 1 0.0345 0.0390 0.0530 0.0985 0.4420 1

y =20 0.0300 0.0365 0.0540 0.1350 0.7285 1 0.0425 0.0505 0.0685 0.1130 0.4530 1

p==6 y =05 0.0540 0.0615 0.0750 0.1090 0.4485 1 0.0465 0.0495 0.0540 0.0870 0.3245 1
y=10 0.0490 0.0550 0.0680 0.1055 0.4555 1 0.0455 0.0485 0.0535 0.0810 0.2710 1

y=15 0.0460 0.0530 0.0645 0.1015 0.4285 1 0.0580 0.0615 0.0675 0.0955 0.2595 1

y =20 0.0510 0.0570 0.0630 0.1020 04315 1 0.0720 0.0750 0.0845 0.1105 0.2690 1

n = 300 p=2 y =05 0.0040 0.0120 0.0425 0.3270 1 1 0.0070 0.0225 0.0705 0.3800 0.9960 1
y =10 0.0045 0.0145 0.0520 0.3455 1 1 0.0155 0.0265 0.0795 0.3660 0.9940 1

y=15 0.0055 0.0140 0.0600 0.3715 1 1 0.0165 0.0310 0.0825 0.3765 0.9910 1

y =20 0.0055 0.0135 0.0645 0.3915 1 1 0.0180 0.0320 0.0900 0.3760 0.9895 1

p=4 y =05 0.0205 0.0265 0.0405 0.1135 0.8065 1 0.0115 0.0155 0.0280 0.0695 0.6190 1
y=10 0.0200 0.0255 0.0390 0.1160 0.8290 1 0.0155 0.0210 0.0290 0.0760 0.5170 1

y=15 0.0175 0.0245 0.0430 0.1260 0.8510 1 0.0235 0.0300 0.0420 0.0885 0.5180 1

y =20 0.0185 0.0255 0.0460 0.1400 0.8645 1 0.0310 0.0365 0.0515 0.1065 0.5335 1

p==6 y =05 0.0430 0.0490 0.0655 0.1210 0.5815 1 0.0285 0.0295 0.0355 0.0605 0.3735 1
y =10 0.0395 0.0415 0.0515 0.1080 0.5820 1 0.0275 0.0305 0.0355 0.0575 0.2815 1

y=15 0.0310 0.0340 0.0445 0.0900 0.5485 1 0.0385 0.0415 0.0490 0.0705 0.2625 1

y =20 0.0295 0.0345 0.0465 0.0895 0.5400 1 0.0505 0.0540 0.0600 0.0815 0.2625 1
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Figure 1. Simulation results for Example 4.1(a) based on 2000 trials. The horizontal line corresponds
to the 5% significance level. The capital letters S, L, and E in panel (a) represent Trg‘?, T,S‘f), and T,S‘?
respectively.

in (11) for significant departure from distributional homogeneity. Thus . > o and < (Lo
correspond to the null hypotheses and alternatives, respectively. Also, the benchmark threshold
A is computed according to a random approximation procedure. Furthermore, the benchmark
and non-benchmark values considered are ;1o = 2.0 and p € {2.2,2.1,2.0,1.9,1.8,1.7}. In
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Figure 2. Simulation results for Example 4.1(b) based on 2000 trials. The horizontal line corresponds

to the 5% significance level. The capital letters S, L, and E in panel (a) represent Trg‘?, T,S‘f), and T,S‘?

respectively.

Example 4.2(b), we repeat Example 4.2(a) under identical conditions except that the coordi-
nates of X and Y are independently generated from G(5, 1) and G(5, ), where G(a, s) denotes
the univariate Gamma distribution with shape parameter a and scale parameter s.
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The resulting empirical rejection rates for T:ZE) are reported in Table 2 while corre-

sponding comparative results of all three tests T,(Z;) , T,EZZ) , and T%) are displayed in

Figures 3 and 4. It may be seen clearly that the Type-I error rates are generally controlled
with a few exceptions appearing when p is higher and # is smaller, and that empirical rejec-
tion rates under alternatives are in line with the fact that the tests are consistent. In addition,
the energy-based test T,%) is more powerful in Example 4.2(a), whereas in Example 4.2(b),
the opposite is true. Furthermore in Example 4.2(a), and as it may be seen from Figure 3,

the value of y has a certain effect on the empirical powers of the proposed tests Tl?;) and

Tr(l?z). We postpone further discussion on y till the end of this section.

Example 4.3: Independence-equivalence test: We consider two scenarios in this exam-
ple, with Z ~ MN (0p44, X,) in Example 4.3(a) and Z ~ MT (0p4q, X5, 5) in Exam-
ple 4.3(b), respectively. Here, Z = X7, YT, MN (u, T) denotes the multivariate normal
distribution with mean vector u and covariance matrix X, and MT (8, X, v) denotes the
multivariate t distribution ([34]) with non-centrality parameter §, scale matrix ¥ and degrees
of freedom v. Furthermore,

isa (p+q) x (p+q) matrix, and o is a p x q matrix with the (i, j)™ element equals to
0 X (Sijforalliz l,...,pand j=1,...,q, where §ij=1 ifi:jandéij = 0, otherwise.
Thus p quantifies the dependence between X and Y. We again choose some fixed value of
P = po as a benchmark, and set the corresponding value of AEVI% in (16) as A, with A being
approximated by means of the random approximation procedure.

The reported empirical rejection rates for Tfl?, T,(IIL) and T;Ib? in Table 3 and Figures 5, 6,
correspond to the benchmark value py = 0.8 and the non-benchmark values employed p €
{0.84,0.82,0.8,0.75, 0.7, 0.65}. Similar conclusions as before may be drawn from these results
regarding Type-I errors and powers. At the same time, however, the energy-based test Tfllg
seems to be less powerful for nearly all cases in Example 4.3(a) as well as in Example 4.3(b).

The simulation results of Examples 4.1-4.3 suggest that in some cases the weight func-
tion used as well as the value of y may affect the performance of the proposed tests to a
certain degree. Most research though on this topic concentrates on the choice of the weight
parameter conditionally on the choice of the weight function, rather than on the choice of
weight function itself. The hitherto most popular weight function has been the zero-mean
normal density (or some variant thereof) and within the restricted context of goodness-
of-fit testing for multivariate normality there is some work on how to choose y. For this
issue, we refer to studies [35,36], and the review of Ref. [37]. In the more broad, though
still strictly parametric, context of testing goodness-of-fit to specific families of distribu-
tions [38,39] suggest data-driven ways for choosing the weight parameter. Now the more
general issue of the proper choice of the particular functional form of the weight function
has been investigated to some degree by [40,41], but the results are not readily applicable
for actual test implementation in our setting. Instead here we opt for the practical approach
of suggesting a compromise value of the weight parameter that seems to work well across



Table 2. Simulation results for Example 4.2. Rejection rates of Tf;) at 5% significance level using 2000 trials.

Example 4.2(a)

Example 4.2(b)

Null hypotheses Alternatives Null hypotheses Alternatives
n=22 n=21 n=20 nw=19 n=18 nw=17 n=22 n =21 n=20 nw=19 n=18 nw=17
n =750 p=2 y =05 0.0025 0.0160 0.0525 0.1375 0.2935 0.4960 0.0015 0.0220 0.0735 0.2015 0.4565 0.7425
y=10 0.0075 0.0205 0.0535 0.1200 0.2370 0.3825 0.0025 0.0190 0.0760 0.2175 0.4655 0.7430
y =15 0.0135 0.0280 0.0560 0.1085 0.1950 0.2940 0.0045 0.0250 0.0750 0.2275 0.4680 0.7315
y =20 0.0195 0.0335 0.0610 0.1050 0.1810 0.2690 0.0055 0.0245 0.0765 0.2375 0.4775 0.7310
p=4 y =05 0.0015 0.0120 0.0595 0.1930 0.4235 0.7005 0.0005 0.0070 0.0545 0.2805 0.6780 0.9395
y =10 0.0170 0.0375 0.0695 0.1315 0.2480 0.3785 0.0010 0.0090 0.0635 0.2990 0.6795 0.9275
y =15 0.0595 0.0740 0.0925 0.1215 0.1635 0.2230 0.0020 0.0195 0.0960 0.3340 0.6755 0.9040
y =20 0.0915 0.1005 0.1140 0.1330 0.1615 0.1935 0.0045 0.0285 0.1245 0.3655 0.6710 0.8900
p=56 y =05 0.0010 0.0120 0.0640 0.2220 0.5195 0.8215 0.0000 0.0015 0.0505 0.3800 0.8225 0.9895
y =10 0.0335 0.0515 0.0850 0.1325 0.2140 0.3255 0.0000 0.0095 0.0865 0.3855 0.7915 0.9750
y=15 0.1005 0.1060 0.1105 0.1190 0.1390 0.1650 0.0030 0.0240 0.1345 0.4365 0.7750 0.9535
y =20 0.1470 0.1475 0.1520 0.1565 0.1655 0.1820 0.0125 0.0550 0.2070 0.4850 0.7745 0.9350
n=100 p=2 y =05 0.0010 0.0080 0.0510 0.1810 0.4285 0.7090 0.0005 0.0075 0.0545 0.2580 0.6475 0.9215
y =10 0.0020 0.0120 0.0500 0.1390 0.3230 0.5550 0.0005 0.0075 0.0570 0.2655 0.6500 0.9175
y=15 0.0050 0.0185 0.0510 0.1195 0.2490 0.4240 0 0.0080 0.0565 0.2675 0.6475 0.9140
y =20 0.0070 0.0215 0.0525 0.1090 0.2120 03735 0 0.0075 0.0605 0.2750 0.6410 0.9130
p=4 y =05 0 0.0030 0.0500 0.2490 0.6325 0.9070 0 0.0005 0.0525 0.3955 0.8840 0.9980
y =10 0.0075 0.0210 0.0565 0.1515 0.3060 0.5395 0 0.0010 0.0660 0.4020 0.8785 0.9950
y =15 0.0335 0.0450 0.0655 0.0995 0.1575 0.2560 0 0.0030 0.0825 0.4120 0.8480 0.9880
y =20 0.0510 0.0585 0.0740 0.0925 0.1340 0.1860 0 0.0085 0.0960 0.4220 0.8360 0.9835
p==6 y =05 0 0.0030 0.0495 0.3225 0.7675 0.9790 0 0 0.0400 0.5260 0.9655 1
y =10 0.0115 0.0270 0.0570 0.1275 0.2580 0.4450 0 0 0.0545 0.5085 0.9405 1
y =15 0.0625 0.0695 0.0755 0.0895 0.1150 0.1485 0 0.0030 0.0795 0.5100 0.9180 0.9975
y =20 0.0955 0.0980 0.1035 0.1070 0.1155 0.1390 0 0.0065 0.1135 0.5345 0.9035 0.9940

(continued).
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Table 2. Continued.

Example 4.2(a)

Example 4.2(b)

Null hypotheses Alternatives Null hypotheses Alternatives
n=22 n=21 n=20 n=19 n=18 n=17 n=22 n=21 n =20 n=19 n=18 n=17
n = 200 p=2 y =05 0 0.0010 0.0450 0.2560 0.6540 0.9315 0 0 0.0515 0.3795 0.8600 0.9985
y =10 0 0.0035 0.0400 0.1940 0.4870 0.8055 0 0 0.0575 0.3935 0.8690 0.9960
y=15 0 0.0060 0.0420 0.1480 0.3570 0.6250 0 0 0.0570 0.3920 0.8615 0.9950
y =20 0.0015 0.0085 0.0405 0.1275 0.3010 0.5405 0 0.0005 0.0570 0.3885 0.8575 0.9935
p=4 y =05 0 0.0015 0.0430 0.3845 0.8740 0.9925 0 0 0.0450 0.6055 0.9920 1
y =10 0.0015 0.0080 0.0495 0.1750 0.4625 0.7780 0 0 0.0490 0.6010 0.9880 1
y=15 0.0170 0.0280 0.0530 0.0980 0.1910 0.3425 0 0 0.0565 0.5800 0.9800 1
y =20 0.0295 0.0405 0.0595 0.0860 0.1350 0.2265 0 0.0005 0.0590 0.5690 0.9700 1
p=6 y =05 0 0 0.0495 0.5100 0.9570 0.9995 0 0 0.0400 0.7715 0.9990 1
y =10 0.0075 0.0185 0.0520 0.1580 0.3700 0.6505 0 0 0.0510 0.7145 0.9980 1
y=15 0.0395 0.0485 0.0600 0.0805 0.1100 0.1625 0 0 0.0645 0.6915 0.9945 1
y =20 0.0635 0.0670 0.0725 0.0785 0.0930 0.1115 0 0.0010 0.0860 0.6925 0.9885 1
n = 300 p=2 y =05 0 0.0010 0.0390 0.3245 0.8050 0.9890 0 0 0.0405 0.4815 0.9520 1
y =10 0 0.0025 0.0340 0.2280 0.6375 0.9260 0 0.0005 0.0475 0.4905 0.9555 1
y=15 0 0.0040 0.0325 0.1625 0.4565 0.7910 0 0.0005 0.0475 0.4835 0.9465 1
y =20 0.0005 0.0060 0.0305 0.1335 0.3850 0.6990 0 0.0005 0.0475 0.4775 0.9410 1
p=4 y =05 0 0 0.0445 0.5050 0.9600 0.9995 0 0 0.0405 0.7565 1 1
y=10 0.0005 0.0080 0.0415 0.2200 0.5815 0.8945 0 0 0.0480 0.7510 1 1
y=15 0.0115 0.0235 0.0480 0.1090 0.2260 0.4240 0 0 0.0475 0.7200 0.9980 1
y =20 0.0215 0.0305 0.0515 0.0895 0.1550 0.2700 0 0 0.0535 0.6995 0.9960 1
p==6 y =05 0 0.0005 0.0415 0.6205 0.9920 1 0 0 0.0280 0.8925 1 1
y=10 0.0020 0.0115 0.0450 0.1690 0.4485 0.7850 0 0 0.0460 0.8345 1 1
y =15 0.0295 0.0350 0.0450 0.0755 0.1170 0.1735 0 0 0.0615 0.7910 0.9995 1
y =20 0.0470 0.0515 0.0585 0.0670 0.0855 0.1090 0 0 0.0745 0.7755 0.9990 1
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Table 3. Simulation results for Example 4.3. Rejection rates of T,(,? at 5% significance level using 2000 trials with the variance of Aﬁf@ estimated by jackknife.

Example 4.3(a)

Example 4.3(b)

Null hypotheses Alternatives Null hypotheses Alternatives
p=08 p=08 p=08 p=075 p=07 p=065 p=08 p=08 p=08 p=075 p=07 p=065

n =750 p=2 y=05 0.0045 0.0150 0.0340 0.2125 0.4765 0.7400 0.0010 0.0045 0.0130 0.1245 0.3645 0.6510
y =10 0.0025 0.0105 0.0345 0.2345 0.5220 0.7825 0.0005 0.0070 0.0200 0.1610 0.4240 0.6945

y=15 0.0025 0.0100 0.0350 0.2550 0.5515 0.8030 0.0010 0.0085 0.0265 0.1890 0.4515 0.7085

y =20 0.0035 0.0095 0.0395 0.2615 0.5645 0.8115 0.0025 0.0095 0.0350 0.1935 0.4530 0.7025

p=4 y=05 0.0000 0.0040 0.0205 0.2190 0.6080 0.8825 0.0000 0.0005 0.0065 0.0990 0.4035 0.7305
y =10 0.0005 0.0075 0.0320 0.2620 0.6255 0.8680 0.0035 0.0090 0.0290 0.1625 0.4195 0.6835

y=15 0.0040 0.0215 0.0545 0.2610 0.5750 0.8000 0.0110 0.0275 0.0535 0.1810 0.3750 0.5850

y =20 0.0125 0.0360 0.0680 0.2470 0.4930 0.7000 0.0195 0.0420 0.0725 0.1925 0.3600 0.5150

p=6 y=05 0.0000 0.0005 0.0115 0.2220 0.6800 0.9280 0.0000 0.0000 0.0020 0.0635 0.3065 0.6315
y=10 0.0025 0.0110 0.0380 0.2745 0.6260 0.8685 0.0085 0.0205 0.0400 0.1605 0.3640 0.5855

y =15 0.0220 0.0490 0.0905 0.2900 0.5255 0.7145 0.0490 0.0730 0.1035 0.2220 0.3720 0.5205

y =20 0.0550 0.1120 0.1650 0.3290 0.4895 0.6305 0.0985 0.1320 0.1735 0.2865 0.4115 0.5230

n=10 p=2 y=05 0 0.0095 0.0475 0.3720 0.8010 0.9675 0 0.0030 0.0185 0.2470 0.7190 0.9480
y =10 0 0.0095 0.0450 0.4145 0.8495 0.9815 0 0.0040 0.0175 0.2945 0.7760 0.9610

y =15 0.0005 0.0095 0.0470 0.4500 0.8805 0.9880 0.0005 0.0030 0.0240 0.3280 0.7835 0.9555

y =20 0.0010 0.0080 0.0525 0.4700 0.8870 0.9885 0.0005 0.0050 0.0295 0.3360 0.7815 0.9490

p=4 y=05 0 0.0015 0.0240 0.5130 0.9500 0.9985 0 0.0005 0.0120 0.3385 0.8795 0.9960
y =10 0 0.0015 0.0305 0.5525 0.9485 0.9975 0 0.0060 0.0265 0.3345 0.8085 0.9735

y =15 0 0.0070 0.0455 0.5010 0.9160 0.9920 0.0030 0.0140 0.0430 0.3050 0.6680 0.9035

y =20 0.0005 0.0110 0.0510 0.4380 0.8470 0.9690 0.0055 0.0205 0.0575 0.2810 0.5945 0.8300

p=6 y=05 0 0.0005 0.0115 0.5795 0.9810 1 0 0 0.0030 0.2455 0.8430 0.9860
y =10 0.0005 0.0015 0.0255 0.5500 0.9605 0.9970 0.0010 0.0080 0.0410 0.2565 0.6545 0.9020

y =15 0.0015 0.0155 0.0585 0.4400 0.8215 0.9585 0.0130 0.0390 0.0750 0.2545 0.5145 0.7345

y =20 0.0100 0.0340 0.0895 0.3690 0.6545 0.8310 0.0325 0.0595 0.0975 0.2705 0.4670 0.6460

(continued).
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Table 3. Continued.

Example 4.3(a)

Example 4.3(b)

Null hypotheses Alternatives Null hypotheses Alternatives
p=084 p=08 p=08 p=075 p=07 p=065 p=08 p=082 p=08 p=075 p=07 p=065
n=20 p=2 y =05 0 0.0110 0.0570 0.6465 0.9795 1 0 0.0025 0.0230 0.5350 0.9655 1
y =10 0 0.0070 0.0585 0.7040 0.9895 1 0 0.0025 0.0240 0.5930 0.9785 1
y =15 0 0.0050 0.0600 0.7510 0.9920 1 0 0.0030 0.0280 0.6195 0.9785 0.9990
y =20 0 0.0040 0.0615 0.7685 0.9920 1 0 0.0040 0.0340 0.6095 0.9740 0.9990
p=4 y =05 0 0.0010 0.0300 0.8545 0.9995 1 0 0 0.0085 0.7895 1 1
y =10 0 0.0010 0.0325 0.8970 1 1 0 0 0.0165 0.6515 0.9895 1
y =15 0 0.0015 0.0390 0.8490 1 1 0 0.0025 0.0295 0.4880 0.9400 0.9975
y =20 0 0.0020 0.0475 0.7800 0.9955 1 0 0.0065 0.0370 0.4205 0.8715 0.9835
p=6 y =05 0 0.0005 0.0165 0.9315 1 1 0 0 0.0020 0.7040 0.9985 1
y =10 0 0.0010 0.0315 0.9080 1 1 0 0.0030 0.0240 0.4515 0.9160 0.9970
y =15 0 0.0040 0.0490 0.7530 0.9935 1 0.0010 0.0165 0.0505 0.3425 0.7420 0.9300
y =20 0.001 0.0105 0.0585 0.5825 0.9380 0.9935 0.0045 0.0250 0.0740 0.3235 0.6530 0.8545
n=300 p=2 y =05 0 0.0010 0.0515 0.8065 0.9975 1 0 0.0010 0.0195 0.7030 0.9965 1
y =10 0 0.0005 0.0500 0.8530 1 1 0 0.0005 0.0235 0.7730 0.9990 1
y =15 0 0.0005 0.0425 0.8915 1 1 0 0.0005 0.0290 0.7775 0.9985 1
y =20 0 0 0.0460 0.8990 1 1 0 0.0005 0.0310 0.7730 0.9985 1
p=4 y =05 0 0 0.0400 0.9635 1 1 0 0 0.0125 0.9490 1 1
y =10 0 0 0.0435 0.9810 1 1 0 0.0005 0.0185 0.8230 1 1
y=15 0 0 0.0505 0.9680 1 1 0 0.0020 0.0255 0.6330 0.9870 1
y =20 0 0 0.0555 0.9275 1 1 0.0005 0.0040 0.0315 0.5445 0.9585 0.9995
p==6 y =05 0 0 0.0185 0.9950 1 1 0 0 0.0050 0.9150 1 1
y =10 0 0 0.0310 0.9895 1 1 0 0.0015 0.0290 0.6050 0.9850 1
y =15 0 0.0020 0.0495 09115 0.9995 1 0.0015 0.0090 0.0435 0.4310 0.8720 0.9875
y =20 0 0.0085 0.0580 0.7655 0.9945 1 0.0020 0.0165 0.0545 0.3875 0.7920 0.9515
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Figure 3. Simulation results for Example 4.2(a) based on 2000 trials. The horizontal line corresponds

to the 5% significance level. The capital letters S, L, and E in panel (a) represent T,?;), T,?L{), and Ts?)

respectively.

several sampling scenarios. In this connection and based on our simulation results we sug-
gest the use of a ‘medium’ sized value of y such as y = 1.0 for both the spherical stable and
the Laplace density as an overall good choice. Clearly though this suggestion is conditioned
on our Monte Carlo results, and therefore can not be overgeneralized.
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Figure 4. Simulation results for Example 4.2(b) based on 2000 trials. The horizontal line corresponds
to the 5% significance level. The capital letters S, L, and E in panel (a) represent TIS?), T,ST), and Ts?)

respectively.

This section concludes with a numerical investigation of the random approximation
procedure. In this connection, consider for instance the homogeneity-equivalence test in

Example 4.2(a) and write the distance Ag’iz), with X ~ N;(0,1) and Y ~ N, (o, 1), in the
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Table 4. Values of A(H) for the benchmark configuration in Example 4.2(a) based on the random
approximation (RA) and numerlcal integration (NI).

p=2 p=4 p=6

Weight function RA NI RA NI RA NI

Stable density y =05 0.216287 0.216954 0.177086 0.182100 0.154451 0.150669
y=10 0.312581 0.315284 0.170617 0.171631 0.097647 0.098159
y=15 0.320700 0.324544 0.107838 0.108673 0.034544 0.034622
y =20 0.314935 0.319257 0.076042 0.076714 0.015729 0.015833
Laplace density y =01 0.160431 0.160761 0.167135 0.167664 0.163473 0.161230
y =025 0.307405 0.308412 0.290496 0.291522 0.266015 0.264073
y =10 0.388005 0.391292 0.221240 0.222430 0.141637 0.141809
y =40 0.122471 0.124460 0.014131 0.014279 0.001981 0.002002

following form:

A = / lox () — oy (D2 w(t) dt
RP

1+ . T 1+
= exp| —=t t) —exp|imogl, t — =t t
J foe (3¢7e) = e (st - 37

= 2/ exp(—tTt) (1 - cos(,uoll;rt)> w(t) dt, (23)
RP

2
w(t) dt

(recall that 1, denotes the p-dimensional vector of ones). Note in this connection that
the density functions of the spherical stable distribution and the generalized spherical
Laplace distribution can be found in Refs [22] and [15], respectively, and hence the val-
ues of Aiz:lz) in Example 4.2(a) may be computed by numerical integration utilizing (23).

The corresponding results reported in Table 4 are the values of AEVHZ) for the benchmark
in Example 4.2(a) with po = 2.0, first computed by random approximation and also by
numerical integration, and show that the two methods are in close agreement, a fact that
corroborates the use of the random approximation procedure.

5. Areal-data application

In this section, we apply the proposed independence-equivalence test to a real-data set
from AIDS Clinical Trials Group Protocol 175 (ACTG175), which is available from the R
package speff2trial ([42]). The proposed symmetry-equivalence and homogeneity-
equivalence tests can be similarly applied in practice. Note that the p-value corresponding
to the critical region (11) is

NACHEIN

(M) ’

On,w

O]

where ®(-) denotes the cumulative distribution function of the standard normal distri-
bution. Due to good performance in the Monte Carlo study, we choose a ‘medium’ sized

value of y = 1.0 for tests Tfl S), 7D mL>and T,(III:? for simplicity.
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Figure 7. p-values of Tg), Tﬁ), and T,(,IE) with y = 1.0 and different values of A for the analysis of

ACTG175 data set. The horizontal dashed line corresponds to the 5% significance level.

ACTG175 was conducted as a randomized clinical trial in order to compare monother-
apy with zidovudine or didanosine against combination therapy with zidovudine and
didanosine or zidovudine and zalcitabine in adults infected with HIV. The data set con-
tains 2139 subjects, and the variable arms indicates which treatment each subject was
assigned to (0 =zidovudine, 1 =zidovudine and didanosine, 2 =zidovudine and zal-
citabine, 3 =didanosine); see Refs [43,44] for more details. Ma et al. [45] recently per-
formed independence tests under arms = 2 group (524 subjects) between the treatment
effect and some other covariates, and concluded that the null hypothesis of independence
should be rejected at 5% significance level due to the small p-values obtained. Here the
treatment effect was measured by the change of the CD4 count from baseline to 20 £ 5
weeks, and the covariates of interest are history of intravenous drug use (0 =no, 1 =yes),
antiretroviral history (0 =naive, 1 =experienced), age at baseline, and CD8 count at base-
line. Before testing the independence-equivalence of X € R (the treatment effect) and
Y € R* (the covariates of interest), we wish to point out that some dependence between
treatment and covariates is actually expected due to the conclusion of Ref. Ma2023, and
thus the task of the independence-equivalence test is to assess the size of this dependence.
(All variables were standardized to have mean zero and variance one to eliminate the effect
of measurement scale).

To this end we chose four equally spaced values near the estimated Agf, as potential

sizes of interest for the threshold A. Table 5 shows the p-value corresponding to T,S?, T,(q’IL),

and T,glg (with y = 1.0) for each such value of A, while Figure 7 depicts the p-value against
different threshold size A. As it may be inferred from the corresponding entry of Table 5
(with the spherical stable density as weight function), there is no evidence to reject AEVI% >
0.0006 at 5% significance level (p-value 0.3681). On the other hand, the observed p-value =
0.0392 corresponding to the hypothesis AEVI% > 0.0009 indicates a significant test result.
Also looking at the left panel of Figure 7 suggests that a A -size of approximate magnitude
just below 0.0009 may still be accepted, but the clearly visible decreasing p-value trend
shows that this conclusion corresponds to a much lower level of confidence. Analogous
observations hold true for the criteria Tr(;IL) and Tr(lzg corresponding to the Laplace weight
function and the energy statistic, respectively. An overall conclusion appears to be that
a certain amount of dependence is present between the treatment and covariates of the



1186 (&) F.CHENETAL

Table 5. p-values of T,(,?, T,(,?, and T,(,IE) with ¥ = 1.0 and different values of A for the analysis of
ACTG175 dataset. ' ' '

A,SZM) A ﬁ(AfmIW) - A)/an(f,) p-value

IS 0.000525 0.0003 1.0533 0.8539

0.0006 ~03536 0.3681

0.0009 ~1.7605 0.0392

0.0012 ~3.1674 0.0008

Ty 0.000696 0.0003 13636 09137

0.0006 0.3312 0.6298

0.0009 ~0.7012 0.2416

0.0012 ~1.7336 0.0415

TP 0.011890 0.005 14754 0.9299

0.010 0.4047 0.6572

0.015 —0.6660 0.2527

0.020 ~1.7367 0.0412

ACTG175 clinical trial, and that, in each case, the size of this dependence lies somewhat
above the estimated value of ASVI ), but does not exceed A;IM), by a wide margin.

6. Conclusions

In this paper, we propose three test criteria based on weighted L,-type distance measures,
each of which is appropriate for testing, respectively, symmetry, distributional homogene-
ity, and independence, all three hypotheses being formulated as equivalence hypotheses.
The asymptotic properties of the proposed tests are proved by utilizing the theory of U-
statistics which properly combined with certain choices of the adopted weighting scheme
lead to computationally convenient, asymptotically normal tests that are consistent against
any fixed alternative. Our Monte Carlo results and real-data analysis illustrate the applica-
bility of the suggested procedures as well as their competitiveness vis-a-vis their energy-
based counterparts. In perspective, we point out that the techniques employed herein may
potentially be applied in the context of testing goodness-of-fit with arbitrary parametric
families of distributions.
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Appendix

We provide the technical proofs of Theorems 3.1-refthm3 in this section.

Proof of Theorem 3.1: First, we proof the asymptotic properties of A,(;SMZ using the general theory
of U-statistics. Define 1//{S (x) = E[y° (x, X)], where the expected value is taken with respect to the
random vector X. Thus

Varly S (0] = E[yf 0] - B2 [y (0]
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= E{E[yS X, x)IX])" — E> {E[yS (X, X1)[x]}
=E{E[y° X XDy (X, X)X} — E* [y (X, X1)]
=E [y X X0y X, X)] - E* [vS (X, X1)], (A1)

where X; and X are independent copies of X. Consider that any characteristic function is uniformly
bounded, thus Var[I//iS (X)] < oo can be deduced without any extra assumptions about the distribu-
tion of X. Hence according to the asymptotic property of U-statistics ([see 17, § 5.5.1]), as n — oo,
we have

V(a5 - al%) = IZ(I//I () = AY) + 0,1

BN N(o, a}V(S)),

where 03/(8) = 4Var[w1 (X)], and the limiting distribution is non-singular provided that Uf, ) <.
Notice further that 62>’ = 0ifand only if the law of X is symmetric about the origin, i.e. A(S) 0.

Thus when AEVS))( =0,

fA(S)gO, asn — 00.

The second part of the proof for A,g can be ﬁmshed 1mrned1ately

Second, we proof the asymptotic properties of A ). Define 1// (z) = E[y"(z, Z)], where the
expected value is taken with respect to the random Vector Z. Similar to (A1), we have

Varly['(2)] = E [y (Z, 20y (2, 2,)| — E* [y (2, 21)].

Then the asymptotic properties of A; w can be obtained by similar arguments as in the case of A(S)
Now we proof the asymptotic properties of A(I) Define WII “(2) = E[yLi(z, Z4,. . ., Zmi—1)]

i=1,...,4, where m; is the degree of kernel %+, and the expected value is taken with respect to
the random vectors Z, . . ., Z,,, ;. Further, define

£1G,j) = Cov (wf”’(Z),l//f’f(Z)) Cij=1,....4

Obviously ¢1 (i, ) is symmetric in the sense that ¢1(i,j) = ¢1(j, i). Similar to (A1), for i, j = 1, 2, 3,
we have

01G.j) = E[vH(Z, 209 (2, 2,)] - SiS),
01,4 = E [y 22, 20y 42, 25, 23)] — SiSa,
0(4,4) = E[y P42, 21, 22974 (2, 23, Z4)] - S2.

Here all pairs of kernels 17 and /77 are evaluated on two subsets with only one element in com-
mon. Thus ¢ (i,j) < 00, i,j = 1,...,4, can be obtained according to the uniform boundedness of
characteristic functions, and the proof can be finished by using Theorem 7.5 in Ref. Hoeffding1948

and the fact that o, ) = 0 holds true if and only if X and Y are mutually independent. ]

Proof of Theorem 3.2: Note that the SLLN for U-statistics ([see 17, Theorem 5.4A]) applies under
the condition that the corresponding kernel has a bounded expectation. In this connection, ker-
nels associated with 02(8) and UZ(H) only depend on C,,(-), and thus in our context this condition
translates into the condition that ElCW(-) |2 < oo, which is trivially true for any real-valued CF and
any underlying law of observations. Then the conclusion readily follows by invoking the SLLN for

U-statistics and Slutsky’s theorem. ]



1190 (&) F.CHENETAL

Proof of Theorem 3.3: Recall that A;IV?, is a function of the U-statistics Uy, 1,. .., Uy4. Thus the
proof of the theorem follows easily by using the theory of jackknife functions of several U-statistics;
see § 5.1.3 in ef. [18]. [ |



	1. Introduction
	2. Population measures, computations and test criteria
	2.1. Population measures
	2.2. Specific computations
	2.3. Test criteria

	3. Specification of test statistics
	4. Numerical studies
	5. A real-data application
	6. Conclusions
	Disclosure statement
	Funding
	References


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles false
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile ()
  /CalRGBProfile (Adobe RGB \0501998\051)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.5
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 524288
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments false
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo false
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings false
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Remove
  /UCRandBGInfo /Remove
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 150
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 150
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects true
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU ()
  >>
>> setdistillerparams
<<
  /HWResolution [600 600]
  /PageSize [493.483 703.304]
>> setpagedevice


